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Abstract. Objective To investigate the association between adiponectin ( APN) 152241766 gene polymorphism and patients
with metabolic syndrome (MS). Methods 410 patients with MS and 203 healthy subjects were included in the study. The
serum APN level of the subjectswas detected by enzyme-linked immunosorbent assay (ELISA ) , and the polymorphism of APN
gene locus 152241766 T/ G was detected by polymerase chain reaction-restriction fragmentlength polymorphism ( PCR-RFLP) ,
analyzing the relationship that occurs with MS. Results  Serum APN levels in the MS group were significantly lower than
those in the control group (15.3 + 4.4 mg/ml vs 27.2 + 6.5 mg/ml) ,the difference was statistically significant (z =41.7,
P < 0.001). The distribution of the three genotypes of rs2241766 between MS patients and the control group were statistically
significant (y* =39.222, P <0.001), and the G allele frequency of MS patients was higher than healthy population |, the
difference was statistically significant (y* =36.657, P < 0.001). Logistic regression analysis showed that the risk of MS in
the G allele was higher than that in the T allele (OR =2.19 |, 95% CI;1.17 ~3.01 vs OR =1. 00ref) , the difference was
statistically significant (P =0.034) ,and the risk of MS in TG and GG genotypes was higher than that in the TT genotype( OR
=1.55,95% CI:0.79~2.83; OR=2.48 , 95% CI:1.67 ~7.35 vs OR =1. 00ref) ,the risk of MS was still increased af-
ter the combination of TG and GG genotypes (OR =2.23,95% CI:1.21 ~6.09), the difference was statistically significant
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(P£=0.019,0.006,0.029). And the APN levels of the TG (15.7 + 4.1 mg/ml)and GG (14.3 =+ 4.5 mg/ml) subjects
were lower than those of the TT(18.7 + 4.9 mg/ml) , the difference was statistically significant (£ =7.621,P < 0.001).

Conclusion

variation have higher risk of MS and lower APN level.

The occurrence of MS may be related to the site variation of rs2241766 , especially the individuals with T-to-G

Keywords: adiponectin; gene polymorphism; metabolic syndrome
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DR o3 A 38 B () =3. 319, P =0.068;x" =
3.808,P = 0.079) . 1s2241766 fif S i TT, TG K GG
HE I BITE MS 20 5 % I 4 (] ) B PR A b 22 A

T (¥ =39.222,P <0.001) ,MS 4 GG #£ 4 7Y
=X B G S5 3 =Rt B S 0 R
ZFWH G R (' =36.657,P < 0.001) ,

*x1 MS 57 R A M &£ IEFR R APN KFLLE (x£5)
TiH MS 4l (n = 410) SR (n = 203) Fi P
FPG ( mmol/I.) 5.81 +2.03 4.47 +0.79 15.1 < 0.001
TG ( mmol/L) 2.91 + 0.65 1.23 + 0.53 31.7 < 0.001
TC (mmol/L) 5.49 + 1.73 4.35 + 1.26 36.9 < 0.001
IDL-C (mmol/T.) ) 3.42 + 1.74 1.74 + 0.93 39.6 < 0.001
HDL-C ( mmol/L) 1.34 + 0.42 1.66 + 0.54 8.4 < 0.001
APN (mg/ml) 15.3 + 4.4 27.2 + 6.5 41.7 < 0.001
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# 7 n H-W H-W
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3 it
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PEAT b, S5 R WoR GG ZE AT FN TG [H BB 58 X
019 APN K7W BAET TT AL, $#1% TG M GG
FEH AT XS ST RE 2 APN /K T-RRA%, BA S &
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