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Abstract: Objective To investigate the epidemiological characteristics of respiratory syncytial virus (RSV), parainfluenza virus
(PIV) and adenovirus (ADV)of children in Qingyuan of Guangdong to provide evidence for clinical diagnosis and prevention of
respiratory diseases in children. Methods The sputum test specimens collected from 7 007 children with respiratory diseases
who were treated in Maternal and Child Health Hospital of Qingyuan from March 1, 2017 to February 28, 2019 were tested for
three pathogens of RSV, PIV and ADV RNA by nucleic acid double amplification method (DAT), and the results were analyzed.
Results The total positive rate of three viruses was 7 007 children was 25.09% (1 758/7 007 ) , of which RSV 11.06% ( 775/7
007) , PIV 8.58% ( 601/7 007 ) , ADV 3.67% (257/7 007 ) and mixed infection 1.78% ( 125/7 007 ) . The positive rate of
RSV was the highest in winter (16.85%.407/2 415) . and the positive rate was statistically significant in four seasons

( )(2=14l 44.P<0.05 ) .the positive rate of PIV and ADV in four seasons were no statistically significant ( ){2 =7.51,4.75, all
P>0.05) . There were no statistically significant between male and female ( »’=0.23.0.81.0.60, all P>0.05) . The positive rate
of RSV was the highest in children 0~1 years (15.41%, 516/3 348), PIV was 6~9 years (11.89%.34/286). and ADV was 3~6
years (6.38%,81/1 270), the positive rate of three viruses were statistically significant in all ages ()(2=154.97,29.85,l14.99,31]
P<0.05). The positive rate of RSV was the highest in pneumonia (14.68%,701/4 774), PIV was in bronchitisthe(10.49%.28/267).
and ADV was in upper respiratory tract infection (10.98%.48/437).the positive rate of three viruses in different respiratory
diseases were statistically significant (y’=202.46,34.45,86.15,all P<0.05). Conclusion The highest positive rate of three viruses
was RSA in children with respiratory diseases, followed by PIV. They had different positive rates in different vears, seasons, ages
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and diseases in Qingyuan district.
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