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Value of Plasma miR-142-5p in the Early Diagnosis of Lung Cancer

WANG Qi-yun,LIU He-lu, HUA Jian-jiang, WU Xiong-jun, XU Zhi-kang,.LIU Qiong
(Department of Clinical Laboratory, Shenzhen Shajing Af filiated Hospital
of Guangzhou Medical University, Guangdong Shenzhen 518104, China)

Abstract: Objective To analyze the change of miR-142-5p expression in lung cancer patients,and to explore its clinical value
in early diagnosis of lung cancer. Methods Collected in April 2014 to October 55 cases of phase I,1I lung cancer patients and
53 healthy adult control plasma samples, using real-time quantitative PCR (RT-qPCR) to detect the expression levels of
miR-142-5p in plasma.between groups comparing with independent sample t test,using ROC curve in the evaluation miR-
142-5p value of early diagnosis of lung cancer. Results Plasma miR-142-5p in lung cancer group relative expression was
8.878 242. 251 2. Healthy adult group relative expression was 12. 000 04=3. 694 4. Lung cancer group was higher than that
of healthy adult group,and the difference was statistically significant ((=—75. 325, F=13.561, P<(0.01). While the meas-
ured FC (fold change) value was 8. 704 7. miR-142-5p as indexes for early diagnosis of lung cancer had a good diagnostic
performance (the area under the ROC curve was 0. 748),10. 050 of optimal diagnostic critical value,66. 0% of sensitivity,
and 83. 6% of specificity. Conclusion The high expression of miR-142-5p in the plasma of lung cancer patients has good
clinical application prospects in the early diagnosis of lung cancer.

Keywords: miR-142-5p;lung cancer;early diagnosis; RT-qPCR

il g 2 o DL P R 2 — , R AL R A 4%
ol S g o J e R Y R 2 T R LA
JrECH B, Pk AR & 0] h K 2 T8 T 0 300 il
98  JIT LA 0 2R R L 3008 W 0 I s 1 IR T RS B A
e E AR BUA R A T B X O ik
6 M S B S92 1B SR B A vk X T v e 2R i
T 112 W LU A 28, R Lk R — PR ARG £
FBGCT Hi ) 2 B R AR A J5 3 H A
AE o R X o0 B R A B i e o T i AR i o 7 S0
LW BB = R R R U R I T R A
W DA SR AR TSR I AR S B2 W 5 i X

* B E R E % XFHLAH Rt 22 555 H (2014189)

BERAEFRELA EEE X, A5 S 5%
JE i PCR e I Bb 58 F 08 il s £ 35 R0 52 RN i
e B miR-142-5p 1Y 2R3k AKF, PO B 11 H AR
Shy i 98 FR A R0 IR AR B I R A1

1 R 5FE

L1 w2 fEREMEEET . IRATET M
BB K2 B R TR I v e B e A N B R R 2 e
PRI IT T SE bR AR . Pk 2014 4 4 A ~10 A
K ZIEIT HAL T80 1,11 30 B0 3 2 s 191, 55 F 2
oA 2A 12 B 55 B Il g B B N AT 4 (O
Hod T8 B 25 611 81 30 4, 4F % 60.71 &+

EEE N LA = (1982—) 5 2 o i, A HU , 322 A i PR A AL S 2 A I BT 5T . E-mail : 337510668@ qq. com,

EIVESE X FIsR . E-mail : 337510668 @qq. com,



BARK I E 4G #31% He 201645 11 A

] Mod Lab Med, Vol. 31,No. 6., Nove. 2016 75

10. 62553 M fH B L AAE A X BRAL (ND L 4R 8% 57. 11
+12. 09, 5 A A BE bR AL 5 50 R FR T i 38, %
A T i 5 R BRI . bR A SR SR AT —AF N A AR
FAR BRI IT S . R ER AR A AR
S RE FE A KR P8 AR PRI DT L & 52 b, 25 5%
TGt 2= L (P>0.05),

1.2 XA 540%  ABI stepone plus ¢3¢ PCR %
) B 2% E ABI 23 ) ; MiScrip ReverseTranscription
Kit 57 & W A 78 F Qiagen A wl; ¥ i PCR Y
(SLAN-96P) I [ L% A

1.3 ZEkuik

1.3.1 ks . EDTA-K, %45 B ik
M 5.0 ml IR Hr#EE. 30 min T 4°C,3 000
r/min .0 10 min, B2 5% E 1.0 ml Bk
BLEE 0.5 ml B —80CI 7 .

1.3.2 miRNA #£ ;. H miReasy Mini Kit & 5
& (Qiagen, f8 E) #2HUM A miRNA, FEHL
BT . Om 400 pl M3 FmA 5 fEEBE QI-
Azol K, WA 5 min; @ hn A A 100%
(v/ V)@ TE 2~3min; ®4°C,12 000 r/min &
> 15 min J&5 K B0 HLE 2 % R ; @HCE 2K AH 300
pla WA 1.5 5K FR 100 g/dl 2, TR iR 5] s @ %%
1BE WK K% # 2 RNeasy Mini spin column ¥
H1,12 000 r/min FIE T &0 15 s, FE B ©
700 pl Buffer RWT, &0 ([F L), 5FE W @
500 pl RPE,&.0 (R 1) . FIEW:; QFELZ L KD
@k 2 ml AEE, Z % 2 min; ©H 30 pl B
RNease-free water 5 it RNA., B T —70°C kiR
VKA A . % RNA $2HUR0E K PCR 3 b i
b FE B A P BORR A Hoin A 25 fmol B9 A i 4k B
miR-54 (Cel-miR-54) .

1.3.3 RT-qPCR & & % 57 . i ] miScript Re-
verse Transcription Kit i& 5] & (Qiagen, & H) F
Wil PCR AL F#EFT miRNA B335 5, BiHE &
519 . R Primer5. 0 #4531, Cel-miR-54 fE
KNSR, 5T % TACCCGTAATCT-
TCATAATCCGAG, miR-142-5p 5| ¥ & % H
CATAAAGTAGAAAGCACTACT, 1 Fifi b
miRNA YR BB, 3% B0 &l B A5, B 15 pl
B RNA4+4 pl Buffer RT+1 pl Mix, B & &
20 pl B4R :37°C1 h,95°C5 min, qPCR
JZ v % A miScript SYBR Green PCR Kit i 5] &5 ,
Fie BRG] 65 16 B A5 A R A RN BT R ) cDNA #8
MR F : D1 pl cDNA 0.4 pl miRNA $5 5%
514410 pl Mix+2 pl UP+6.6 pl H,O0;®1 pl
cDNA+ 0.4 pl U6 F/R+ 10 pl Mix+ 8.2 pl
H, O, RMWAKRREIN 20 pl. RN MR :95C15

min, 94°C30 s,55°C15 s,70°C30 s, % 2 " HE
fL.40 MBI R . KN AE gPCR X L #17 (ABI
step one plus),

1.3.4 27 RT-qPCR ¥4 . i /] RT-qPCR # R
Aor I il g 12 U B miR-142-5p 19 F 3B K F,
miR-142-5p & H Ay 3£ K, Cel-miR-54 1E 4 N 5 3k
YRR G A A AL AL 38, 88 R A R R 5T 4 C
AR B AE R X BR 20 N H 3 B9 A X 3 ik
(Re)NH 274 RT3 . ACL= Cloy — Clopy »
ACt, = Ct,y — Ctpy » ACt {H F /N, 36 7% FE R A X &
K R L X A S D] A R R 2Rk R AT X Bk B
G A IES o A LA

1.4 Zait s o b RF] SPSS17. 0 X525 45 3% 1k
TGz ab 8, B SRR LA £ R 22 (2 9
TR CALBER SRS BEAS ¢ K80 . 7 22 BB Lev-
ene i, P<<0.05 AERAZITHE X, X H
SPSS17. 0 # A HIME miR-142-5p #9321 #% ROC i
2R 14, A ROC M1£k 23 #F miR-142-5p X fififi 5 1112
b B4y i PR AN 1A

2 H£ER

2.1 MR & H SR RA R T miR-142-5p %
Rorbdr miR-142-5p 78 Bl H 35 40 ) AR 6 36 0k
8. 878 24 2.251 2., filt BE A A 4 AH X ek = R
12.000 043. 694 4, fili 38 2 B & =5 T it )3 Al A 401
LREG ¥ E L (1=—5.325, F=13.561, P=
0. 000, P<<0. 01), [ B 15 FC{H M 8. 704 7, %14
>1, %R miR-142-5p 76 filifia 40 b s 35 .

2.2 miR-142-5p f& -F 9 ¥ &7 BF 5% 69 45 +F 4%
F T R AT miR-142-5p 76l 9 5 1012 W 12
Wit {8 . >R I SPSS17. 0 %44 il fF miR-142-5p #Y
Zik#H ROC £ B, 43 45 1 7R, miR-142-5p
Wi 1 ROC i 4k F 1 L CAUC) 2 0. 749,
95 % B {E X 0] 2 0. 657 ~0. 841, [ B 158 2] Il IR 12
Wil A o 10. 050, RBLEEH 66. 0% . FF 7 & H

83.6% . LA 1,
MiR-142-5P

0.0 1 1 1 1
0.0 0.2 0.4 0.6 0.8 1.0

-5 57 B
1 miR-142-5p B9 ROC 43 #f

3 g
3.1 /D RNA(microRNA B miRNA) & —H K



76 PARK R E i 314 M6 2016 4E 11 A

J Mod Lab Med, Vol. 31, No. 6., Nove. 2016

JEh 18~ 24 A AZ M A IR 4 % /9 JE SR 5 /N 4
RNA, B3 %5 o 5 0 HR 5 N 58 4 50K 58 4 il
X AR AR L mRNA S H B N2 5
AR LT A T B R A A T
I 555 MR e N Z R #2500 Mitch-
ell ZEMIBFSYAIF 52, miRNAs 78 i34 5% 1 3% JE 4
FeoE AE TR IR IR AT SRR SRR S5 1 AN £
PR A 5 ) 2 RE RS IR P RNA iy 19 [ e . 2% W 1.
THE N2 miRNAs 7] LAE A 8858 i 4 Prdsic
Yy B T R . VT 4F 3k miRNA 75 i 98 1912 iy
b B A R B 32 TR, Chen 2557 5% F Solexa il
JP 3 % e o N I3 A /0N 200 B i g 1L 3 B9 miRNA
PEATIN 43 B, 45 3 R il H 3 i 7 miRNA
Oy T 5 4@ R IR I AR . miRNA & 3
A BE B A B B4 At 96 7300 12 W7 0 A F R A OC A9 B
oW, A BT E R s W A AR T A
TF 5% Sz BILAE 58 S0 1 U g o J e g U L £ 4 5 R 4
Ji gt A 2 miRNA 77 76 54 £ 35, miRNA B
28 1R AR I R 0 A 9 A SR R Y L0 2
Wi IRYT TS B AR T AT S B ARG RO Y

3.2 miR-142 i FAZK 17 S Yk b &AW
AN AT miR-142-3p Fl miR-142-5p., 43 3] J i 14
B 37 i 1S g T ok . A BESEE Y Z B, miR-
142-5p fE B AL 4 rp ek & B W R o o2 1 4L,
TR IV P Bz R HR A0 R I A A 4 b A7 A s R
K. HKTF miR-142-5p 5 il 5& 2 M HH & SCHik 4
WD R miR-142-5p 5 i 56 R I ATR
RT-qPCR 6 I il 48 K £ BRE Al A I 2% H Y miR-
142-5p #£iE 7K F. RT-qPCR 23 52 H il miR-
NA fe# FH HA &0 kM AR BEgE 45 % & B
miR-142-5p 7 Jili Ji 28 A9 AR % 26 1K 8 B 4 o 2ok it
WAL (P<<0.01) . # /8 miR-142-5p 7] 8 75 fii i
W) &k e B SR .

3.3 ROC {42 2 i 988 b 75 4 s R Wz v — Fofr 4
T VA DA 12 W7 S50 A R R A AR D vk . T BUTE
0.5 LU B T2 Wi i 15 10 FLAE 0.5 ~0. 7 B A 5%
AR B R PE 5 T RRAE 0. 7~0. 9 B 48 5 1 o
T ARAE 0.9 DA b i s P fe v . FeATT3d 8 ROC i
X miR-142-5p X fili 9 09 12 Wi #8247 53 A7 oF
s &Z B ROC M £ T L8 0,749, W b vl UL,
miR-142-5p XF B Wil A7 — & A2 B 8. miR-
142-5p 12 Wi it e B 4% 5 B 4 g (H B0k AN i, T
YERHEBRTE AR . T i JCvE AT KBEA 5 . BT L
miR-142-5p 2 Wi 309 il 98 04 465 5 B L R SO L ME A
JEE DL R ST I R NS 2 3 A ) R 2
WF5T . AT LAT O L B 25 G DR AH 5& WF 52 /9 I )&, miR-
142-5p A hy i 98 04 57 30012 T 16 Aok A B8 I %) i

FHRT 5

Sk

[1] Jemal A, Siegel R.Xu J.et al. Cancer statistice, 2010
[J]. CA Cancer J Clin,2010,60(5) :277-300.

[2] Vasudevan S, Tong Y. Steitz JA. Switching from re-
pression to activation: microRNAs can up-regulate
translation[ ] . Science,2007,318(5858) :1931-1934.

[3] Lin PY.Yu SL, Yang PC. MicroRNA in lung cancer
[J].Rr J Cancer,2010,103(8):1144-1148.

[4] Mitchell PS, Parkin RK, Kroh EM, et al. Circulating
microRNAs as stable blood-based markers for cancer
detection[ J]. Proc Natl Acad Sci USA, 2008, 105
(30):10513-10518.

[5] Chen X,Ba Y, Ma L, et al. Characterization of mi-
croRNASs in serum:a novel class of biomarkers for di-
agnosis of cancer and other diseases[ ] ]. Cell Res,
2008.18(10) :997-1006.

[6] Olson P,LuJ,Zhang H,et al. MicroRNA dynamics in
the stages of tumorigenesis correlate with hallmark
capabilities of cancer[]]. Genes Dev, 2009, 23 (18):
2152-2165.

(7] /NGB, A K, 0 &b A, 55, miRNA-148a 78 % It 5

AP RERAEE B S50, AR 5B
Z47. 2015,30(4) :6-9,13.
Xie X]J,Zhu N, Pan JJ, et al. Expression of miRNA-
148a in bladder carcinoma tissues and its bioinformat-
ics analysis[J]. Journal of Modern Laboratory Medi-
cine,2015,30(4) :6-9,13.

(8] £ . £ M IKAELE. M miR-25 Al miR-100 fE

R BRIR 2 L 12 I R RS AR AR g LT ). AR
KB PR 224 K. 2015,30(5) : 17-21.
Wang J,Wang C, Zhang CN. Study on serum miR-25
and miR-100 as diagnostic and prognostic markers for
esophageal squamous cell carcinomal[ J]. Journal of
Modern Laboratory Medicine,2015,30(5) :17-21.

(9] B 3, Tl 0, X B3k, %8, miRNA-142-5p 16 24
JHgi R R M (1], WL AR S 2, 2008, 48 (41)
12-14.

Zhao S, Wang HF, Liu LQ. et al. Study on over-ex-
pression of miRNA-142-5p in renal cell carcinoma
[J]. Shandong Medical Journal,2008,48(41):12-14.
[10] HhgsE, HHNE, AKFE,5F. miRNA-142-5p 78 b
PR B 48 v i 2R 3k M R B R i [T ], & PR B 2=,
2013,42(15):1701-1702.,1705.
Xiao NX,Shi BJ,Diao QC,et al. Expression of miR-
NA-142-5P in atopic dermatitis and its target gene
prediction[ ] ]. Chongqing Medicine, 2013, 42 (15) ;
1701-1702,1705.
[11] Pall GS,Hamilton AJ. Improved northern blot meth-
od for enhanced detection of small RNA[J]. Nat
Protoc,2008,3(6):1077-1084.

s B H#9:2016-08-23 & B H#:2016-10-03



