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Abstract: Objective To investigate the expression levels of long non-coding RNA(lncRNA)ATB in the serum of breast cancer
patients and its potential value for the diagnosis of breast cancer. Methods From June 2016 to September 2019, 37 cases
of breast cancer, 30 cases of benign breast disease and 26 cases of health check-up were selected as the subjects. The levels
of serum IncRNA-ATB were detected by quantitative reverse transcription PCR(qRT-PCR).The level of serum CA153 was
determined by chemiluminescence. Receiver operating characteristic(ROC) curve was used to analyze the diagnosis value of
single and combined detection in breast cancer. Results The relative expression levels of serum IncRNA-ATB in patients with
breast carcinoma were significantly higher than those in benign breast disease (U=233,P < 0.01) and healthy controls(U=131, P<
0.01), the difference was statistically singnificant. By separate detection. the Aucunder the ROC curve of IncRNA-ATB was 0.824

(95%CT: 0.735~0.914 ) with 89.2% sensitivity and 67.9% specificity, and combined detection of IncRNA-ATB and CA153
AUC under the ROC curve was 0.876 ( 95%CI; 0.800~0.953) with 83.8% sensitivity and 80.4% specificity. Conclusion Serum
IncRNA-ATB may serve as a potential biomarker for the diagnosis of breast cancer.
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