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CMIA Y ELISA jEEPE HBV J&ie4 HBeAg/ Hi HBe
XCRH P B R 4 IIL TS~ i Ry 155 0% 5t

W, EEM, B ¥, H W, E 4, E R,k R, A &

(VHZEAC Tl KR R 2E B o — M EE B A Bk, 7942 710004 )

5

# E: B SRS TIZETAEA £ (Chronic hepatitis B virus infection,CHB ) # % # ik HBeAg(+)/ 4t HBe(+) % R #9
T FAAER Gk AR, Tk KE2009F 1 A~ 12 AEGEEBRFE -MEEREEARLFETEH. b
JRFEIEENFE R FESH (CMIA ) A T &2 f i ARiTa 45 R B 2 HBeAg/ 4t HBe W [8/445 CHB %4 363 4.
% M AEBERE S 9% R M (ELISA) i 45 R 2 HBeAg/ # HBe AUIAPLAE A 87 4, 247 HBeAg/ #t HBe R A1 49 CHB J%
5] 49 HBV-M e 7% 545 fE A & 5 45 4E, 53645 CMIA A= ELISA %44 HBeAg/ #t HBe AUMAME L5 R 2 14 64 77 ik 5 2 5,
LR CMIA 4 $ 49 363 4] HBeAg/ 4 HBe a4 AF A P HBsAg B % 98.62%, HBsAg 3 ~ 4logl0 IU/ml #= 2 ~ 3logl0
1U/ml %) & 63.36% 7= 20.11%, HBsAg<0.05 IU/ml & 1.38%; 4t HBs = 10mIU/ml 32 %, & 8.82%; HBeAg 314 5.27
S/CO, 1~9.99 S/CO #= 10 ~ 19.99 S/CO K -F 4 #] Lk 87.88% #= 9.09%; # HBe 3414 0.61 S/CO, = 0.10 S/CO 95.87%;
HBV-DNA = 6 log10 %% 8.39%, HBV-DNA = 2logl0 %% 53.28%, <[ HBV-DNA /K- F HBeAg 423t HBe /K-F % &
B &M £ 7, 87 #) ELISA 474 HBV-M £ HBeAg/ 3t HBe M [AMEAE A 2 CMIA 4 M) fA b & 3.45%; 49 4] CMIA
#i HBeAg/ #t HBe X A1 4F A 49 ELISA x4 [ % 4.08%, #5if CHB %% HBeAg/ 4t HBe X [A £ B HBV-M 7K
F % #, HBV-DNA KT S 4, REFEFZ M AELN R £, ELISA F40 4 REMEE 5, 230RA CMIA & A4,
K : HBeAg; Ht HBe; MUHME; by &t oyse itk s Bk s e b
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Serological Characteristics and Methodological Differences of HBeAg / Anti-
HBe Double Positive in Patients with Chronic HBV Infection
AN Zhe, LI Si-peng, QU Meng, XUE Li, DONG Wei, MENG Hao, ZHANG Ni, ZHOU Yuan

(Department of Clinical Laboratory, the Second Affiliated Hospital of Medical College of Xi’an Jiaotong University,
Xi’an 710004, China)

Abstract: Objective To study serological characteristics and methodological differences of HBeAg / anti-HBe double
positive in patients with chronic HBV infection. Methods Samples were collected from 363 CHB patients who were treated
in the Department of Infection, the Second Affiliated Hospital of Xi'an Jiaotong University from January to December 2019.
Another 87 HBeAg / anti HBe double positive samples were tested by ELISA and collected. HBV-M serological and virological
characteristics of the 363 CHB cases were analyzed and the methodological differences between CMIA and ELISA were
compared. Results Among 363 HBeAg / anti HBe double positive samples detected by CMIA, the positive rate of HBsAg was
98.62%, 63.36% and 20.11% of HBsAg were 3~4logl0 IU / ml and 2~31log10 IU / ml, 1.38% were HBsAg < 0.05 IU/ml, 32
cases were anti HBs positive, accounting for 8.82%.Mean HBeAg was 5.27 S/CO, 1~9.99 S/CO and 10~19.99 S/CO, respectively
88% and 9.09%, and mean anti-HBe was 0.61S/CO, = 0.10 S/CO 95.87%. HBV-DNA = 6 logl10 cases 8.39%, HBV-DNA = 2
log10 cases 53.28%, HBeAg and anti HBe levels were significantly different in different HBV-DNA levels. Among 87 HBeAg /
anti-HBe samples detected by ELISA the HBeAg / anti-HBe rate by CMIA was 3.45% and among 49 HBeAg / anti-HBe samples
detected by CMIA the rate of ELISA was only 4.08%. Conclusion The levels of HBV-M and HBV-DNA in CHB patients with
double positive HBeAg / anti HBe were diverse, and there were significant differences among different methods. The results of
ELISA were more false positive, so CMIA method was recommended for reexamination.
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TN 5 99 B 1MLV A5 iC 4 (hepatitis B virus
serum markers, HBV-M ) 7E1& M ZRIHF5¢ ( chronic
hepatitis B virus infection, CHB) [i2Wrifyy Hh EAA
EEIGRMNE Y. HBeAg IfilTF 75 i /& 15 HBeAg
BH 1 4~ 1] /) HBeAg 5 2%, 4k ifi &6 13 Ht HBe",
TF HBeAg I F 4 4ad fe b, #4083 nl LA
P HBeAg Filfii HBe HA7EIG . AR KIS B 10T
HBeAg/ Hit HBe BUHPE 1 1fiL i “# ## 1 2 HBeAg/ Hit
HBe X PHPE ) 7 L5400
1 MR5HE
1.1 BFRAFH WE20194E 1 ~ 12 ATEPELAR
TR I B BB RS T BT L IRIR
SR R IN £ I R iC 45 R 5 HBeAg/ FiL
HBe W FHYEK) CHB 54 363 9], 75Uk 8 ELISA %
Kol 5 HBeAg/ $i HBe W HMEREAS 87 44,

12 ZFEAAE I HBVDNA E R R FH9¢
JEAE i PCR %, 5 B 35 2 3L 2 W 7 R | 4
fit, HBV-M Fi3 R H Ak 27 & o S 2 53 A ik (che-
miluminecence microparticle immunoassay, CMIA )
R EE 1K 6 25 W [ 25 ( enzyme-linked immunosoebent
assay, ELISA) PR 7400 . HBV-M H.I (CMIA)
K751 &5 2K FH 2€ [ Abbott Laboratories 42 7= 1 &
TP 905 5 ML b i P s R & (&t
BPESHTEL ), RIS R HSEE Architect T 2000
A S4B . HBV-M T35 ELISA ¥ 5 P46
W A A T B AW A BRA R, R
+: Tecon 4% H 373 M.

1.3 #2474 CHB W2 Wb AR 12 4 2 BT
RBFIGHERE (2019 B ) P. DLFTAREARZ CMIA

% %2 4 Ko ) HBsAg H HBsAg = 0.05 TU/ml ¥ Wt
A HBsAg [HY:, LI3Ht HBs = 10 mIU/ml H Wi ¥t
HBs A1, HBeAg = 1 S/CO Hilrky HBeAg FH:,
PIPT HBe < 1S/CO HIWi Abt -HBe FH: .

14 it F o4 A EdE R A SPSS16.0 #1748
e MUV E %R (%) F£ox, HEE
K R, DL P<0.05 2R A G L,

2 &R

2.1 363 %] HBeAg/ #. HBe X '8 £ 4 X 45 HBV-M
S A AE 363 14 CMIA B:46 11 HBeAg/ 1 HBe
SUBHPEREA T, 3T HBe PHIER 99.72% (362/363 ) ;
HBsAg A% 98.62%(358/363), A[A]/KF HBsAg
F R EE DL 1. Bt HBs BHPE 2R 8.82% (32/363)
AN [A 4T HBs 7K F F HBeAg, ¥t HBe /K 1 22 5+
PR HBs 43 A FRAE WL R 1, R [RI 41 HBeAg
FMPL HBe, #T HBe 7EHT HBs = 100 IU/ml 41 Fl1 4
HBs = 10 [U/ml A2 545115 L.

70
63.36

[l AT

2011

0 661 4568
331
. 055 138
0 H m= —

2410g10 3~4logl0 2~3logl0 1~2ipgl0 1~10 0.05~099 <0.05

& 1 363 fjl HBeAg/HBe S FH1E CHB HJ HBsAg 2%

=1 363 BlFEARFBAREH HBs 7k F T HBeAg, ¥ HBe HILL%E:

PUHBs CF (1Uml)  JaBIE  MIs (%)

HBeAg ¥{H (S/CO)

t P i HBe ¥{H (S/C0) t P

#i HBs<10 331 91.18 521

i HBs = 10 25 6.89 5.16*
i HBs = 100 7 1.93 8.75%
i HBs = 1000 0 0 /

0.61
0.030 >0.05 0.49% 1.954 >0.05
-1.468 0.152 0.74%* -2.399 0.023
/

e * 5T HBs<10 414K ** 541 HBs = 10 41 4.

HBeAg 4% # 43 #i X [i] 1.03~101.00 S/CO, ¥J
{8 5.27 S/CO. A~ [n] HBeAg 7K F-#4 i [b 43 il 2«
1~9.99 S/CO % 87.88%, 10~19.99 S/CO (5 9.09%,
20~29.99 S/CO 5 1.65%, 30~49.99 S/CO &
0.55%, = 50 S/CO {5 0.83%. HBeAg<20 IU/ml i
96.97%, 455 LK 2., i HBe 7K F-434ii X 1] 0.04~1.00
S/CO, ¥J{H 0.61 S/CO. AN[FHT HBe /K44 i b4y
W 0.81~1.00 S/CO 5 31.68%, 0.51~0.80 S/CO
i 34.44%, 0.10~0.50 S/CO 5 29.75%, <0.10 S/CO
5 4.13%, PTHBe>0.10 IU/ml /5 95.87%, 45 H WK 2.,

40 60 80 100 120

HBeAg 43 4ii

B 2 363 5l HBeAg/ 1 HBe W PH CHB #J HBeAg A
i HBe S 7ia &
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22 274 %] CMIA i # 0 HBeAg/ 4t HBe X [
CHB % #) ¢ HBV-DNA 4 /2 274 BlFEAR AT T
HBV-DNA #5:illl ., HBV-DNA 4554545 WLIE 3, Al

50.00% -46-72%
40.00%

30.00%

HBV-DNA 7K F HBeAg, $it HBe 7K F 1) 22 5 Wl
7 2, HBeAg Fil$ii HBe 7 A~ [i] HBV-DNA 7K ~F- 24
M 2e 5 BRI

=3 20.00%
g BI6% e
10.00% % [ I-xii'a's?a.., 5.11%
146% 1B2%
0.00% E E E '|=| =]
<2 loglld 2logl0 3logl0 4logll Slogld 6loglD ?Ioglf)"'%,l_ggl[)
-10.00%
3 274 5 HBeAg/ $T HBe M PATE CHB B HBV-DNA 4%
2 A[E] HBV-DNA 7k F T HBeAg, $T HBe kK EHER
HBV-DNA o HBeAg (i #it HBe (8
(% t P t P
(loglO1U/ml ) mo (%) (81C0) (51C0)
<2 128 46.72 348 0.67
2~6 123 44.89 5.75% -2.965 <0.01 0.58* 2.697 <0.01
6~38 23 8.39 13.37+* -3.043 <0.01 0.45%* 2.056 <0.05

W * 5 <2 (loglU/ml) A EL#E; ** 5 2~6 (loglU/ml) 4 HL#K .

2.3 HBeAg/ #t HBe A A L 45 R 4 7 x5 £ F
ELISA ¥ 4] HBV-M & HBeAg/ 41 HBe XU PHYEAE
A< 87 4], 2 ELISA SR K d & M 54.02% (47/87) .
47 1] 52 ¥ HBeAg/ 1t HBe X BH P £ A 5% Ff CMIA
Pk, LK 4 B HBeAg(+)/ $T HBe(+)
(6.38% ) , HBeAg(+)/ ¥t HBe(-) (80.85% ) ,

HBeAg(-)/ #i HBe(+) (8.51%) , HBeAg(-)/ ¥t
HBe(-) (4.26%) -

CMIA 32 £ il HBeAg/ $it HBe XU [ 1 k¢ A<
49 ] R H ELISA ¥ & K, K th 45 3 45 5l 2
HBeAg(+)/ $it HBe(+) i 4.08%, HBeAg(-)/ i
HBe(+) 5 10.20%, HBeAg(-)/ i HBe(-) /&
85.72%.
3 itig

1 PE 2 BT & % HBeAg I T4 2% 4% #t &
}6 HBeAg [H: />l ) HBeAg 14 9%, 4k 6 th Bt
HBe, JffEBE I HBV-DNA T[4 % <103 1U/ml,
‘B /& HBeAg FHM: CHB B Yead F v — AT Z T 05
K HBeAg MG 2405, MUK G RE i 52 14 i i
R GEE T S R R S S IR, R
I A8 1 B i W R e A S . HBeAg P2 M HBV
YL 2 80% I KA LT 2 e 4, AT IR A AR
HBeAg Il 2% i & ] DA[A] B A 4 HBeAg #l1
Pt HBe, FIMPUEHLAIAE, (HERKIILOkX —
IUGAE S0 2 BAG HH S3Z B 7 22 1) S 5 )

CHB Ji {7t B8 HBeAg/ $it HBe XUPH LS T,
OB #H HBsAg K FARMIXT 4 5 @749 61 v B
I HBsAg/ it HBs BUHPE S 51, X[ RS S
R I 92 AR o AR 5247 565 (3 HBeAg FlHt HBe
KA SRR, HETim FHUE; KRB E RS K
HBeAg IfLiE #5540 (@ HBV-DNA K2,
FHPEREZ UL,

R 2 G0 R 2 25 S AR 2 i HBV-M Al
GER AR E B RN W5 & B ELISA 3546 H
HBeAg(+)/ it HBe(+) FEA h 45 K Z % HBeAg FH
P£, H HBeAg /K ¥, HBV 3 PR AS .
SRTHIEEATRES WIS AC, ELISA Lk
P HBe SR — 0, URek i g T AA1E &
JKF- HBeAg B, Kim HBeAg 454 Hhnic i9PT HBe
A EE AR L TCIE LS A& LA B Y HBeAg, MM
15 BT HBe MR PHME . XF48 CMIA kG HBeAg(+)/
Pt HBe(+) 9% 5 49 I FEAHEFT T ELISA ¥E A,
HE— b 42 7% B0 52 A9 HBeAg(+)/ $it HBe(+) FE 74 22
ELISA kM J5, 48k 2 403K 8L HBeAg(-)/ $it
HBe(-), —/Nifsr23 4 HBeAg(-)/ $it HBe(+).

Pt HBeAg BT HBe v fff RS 45 S J2 XeF lfe R
S A AR BRI ERR A g 1 HBV
YL # HBeAg Il 7 F 4l 2 90 77 R0 D AP Ady
M EARIE . ABFRIESS, AFZ5YIEY7 5 HBeAg
M FRAL LA R R A —8, ( THESE 146 T )



