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Research on Clinical Resistance
and Aerolysin Genes of Aeromonas Hydrophila
HOU Hu, LI Ai-min, TANG Shu-ming
(People’ s Hospital of Shenzhen Longhua Branch,Guangdong Shenzhen 518000, China)

Abstract: Objective To study Aeromonashydrophila infection and the clinical status of the major causative factor Aerolysin
gene. Methods
Shenzhen Longhua Branch. Its identification and antibiotic susceptibility testing was analyzed by VITEK 2 compact. Clinical

Clinical isolates of Aeromonas hydrophila was collected from 2012 to 2013 year in People’s Hospital of

resistance rates and distribution was analyzed by WHONETS5. 6 software. Polymerase chain reaction (PCR) was used to de-
tect the Aerolysin gene form in chromosomes and plasmids extracted genome. Results The clinical total of 48 isolated Aero-
monas hydrophila,distributed in 16 clinical samples of sputum,blood 11,10 secretions,urine 7 and stool 4. Distribution in
ward decentralized,the central tendency was not detected. Drug resistance rates to ampicillin, ampicillin/sulbactam and ce-
fazolin reached more than 80% , while amikacin, cefepime. levofloxacin , piperacillin/tazobactam and imipenem was low 10%
or less. 43. 7% strains carried the Aerolysin gene. 39. 5% of Aerolysin gene was found on chromosome genome. Conclusion
Aeromonas hydrophila clinical infection existed in dispersed form,most of which carried Aerolysin gene in chromosome ge-
nome. Aeromonas hydrophila had serious resistance to penicillins and first generation cephalosporin,but to broad-spectrum
drugs maintaining high sensitivity. Precaution of Aeromonas hydrophila,as an important condition pathogenic bacteria, is
some significant for preventing it’s proliferation of drug-resistant strains.
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