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Genetic Characteristics of Rubella Virus Strains Isolated in Xi’an City,2013
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Abstract: Objective To investigate the genetic characteristics of rubella virus strains isolated in Xi”an city, then to provide
molecular epidemiological? baseline data for further control. Methods A total of 27 cases of pharyngeal swab specimens and
6 cases of urine specimens were collected from rubella outbreaks patients in 3 rubella outbreak in 2013. RT-PCR method was
used to detect rubella virus nucleic acid.rubella virus isolated by Vero-SLLAM cells and identified by RT-PCR method. The
genetic characteristics were analyzed with the virus isolating and RT-PCR method combining. The virus strains were ampli-
fied by RT-PCR and sequenced. Phylogenetic tree was constructed by using BIOEDIT and MEGA 4. 0 software package. Re-
sults Among 27 swab specimens and 6 cases of urine specimens there were 25 and 4 RUV RNA positive. 18 strains of ru-
bella virus strain isolated from 23 RUV RNA positive (swab specimens) and 5 strains from 6 (urine specimens) specimens
in xi’an region,but only 9 rubella virus strains via sequencing appraisal all belong to genotype 1E genotype. Conclusion 1E

genotype of rubella virus is the predominance genotype in Xi’an city. Should strengthen the rubella serological diagnosis.vi-

rology and serum epidemiological surveillance.
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