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Comparison of the Values for Predicting HBeAg Seroconversion
in the Treatment of Chronic Hepatitis B by PEG-IFN
XU Xiao-rong* . ZHANG Xiao-ying* s ZHANG Jue*, LU Jia
Clinical Laboratory;b. Department of Hepatology, Shuguang Hospital Af filiated to
Shanghai University of Traditional Chinese Medicine, Shanghai 201203, China)

(a. Department of

Abstract:Objective To compare the clinical value of quantitative serum hepatitis B surface antigen (HBsAg) . hepatitis B e-
antigen (HBeAg) and hepatitis B virus (HBV-DNA) for predicting HBeAg seroconversion in the treatment of HBeAg-posi-
tive chronic hepatitis B (CHB) by pegylated interferon (PEG-IFN). Methods
tients who received PEG-IFN were enrolled. They were divided in HBeAg seroconversion group (83 cases) and non- HBeAg

252 HBeAg-positive chronic hepatitis B pa-

seroconversion group (169 cases). Sensitivity, specificity, positive predictive value (PPV) and negative predictive value
(NPV) were calculated by receiver operating characteristic (ROC) curve. Results When cut-off point of HBeAg was set to
90 S/CO for 12 weeks and 25 S/CO for 24 weeks,the sensitivity, specificity, PPV and NPV of HBeAg seroconversion after
48 weeks treatment were 0. 852,0. 639,0. 680,0. 828 and 0. 899,0. 663,0. 763,0. 845 respectively. At week 24 of treatment,
HBV-DNA load and decline also had higher sensitivity and specificity. Conclusion Serum of HBeAg level was strong pre-
dictor factor for HBeAg seroconversion, HBV-DNA and decline also had higher predictive value at week 24 of treatment.

Keywords: chronic hepatitis B; PEG-IFN; ROC; sensitivity; specificity
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T b A B Tl IR K i SR O &L 1R
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180 pg, B 1 YOBR L T E «2b (S R A
M T BER 80 pg . BEE 1 0O B R ESHAIY TR
g A8 J&, I B A IRAFAR M .

L3 WEFEA TERTFHESEA — K
HBV-DNA, HBsAg., HBeAg 5 HBeAb, HBV-
DNA Sk HI 52 B 2¢O % f& PCR J7 3% i 17 & il
(ABI7500) , HBsAg, HBeAg, HBeAb M| 3% I f %2
6T CRERS 12000)

L4 it o b R ROC £ Hrik it &
ROC i £ T A & B, R ¥ FF 57 | PPV,
NPV ; Il 27 5% # 5 R 5 4 21 Rl K T 5 /0 T Il 57
E R BIE LB L o K56, BT A B S i 2R H
SPSS16. 0 it #k k. L P<<0.05 N2ZEFA G it
2 #5% HBV-DNA #i i . HBsAg. HBeAg & &
S 3 FE 48 T Wi B XHIR YT 48 il HBeAg LT 5%
e, WL 1. 24 i HBV-DNA 2k & DL &
FELL T FEIR BE ROC i e 1 B2 G 5516 9 0 i PR

W v R ERBHEARITFE L (P<
0.01) ., RHUE 5 5E 5 & 425k 0.716,0.578 5
0.704,0. 530, % F il HBV-DNA # & A~ K T4
R (1 X 10" 8L T FE/NT 2.5 logi - 097 48 A
AR H B i 7 2 2 e A (.

12 Ji5 24 i HBeAg & &1 ROC Hi£k i
TR 1t S ) ) 7 2 191 B o A 25 S Y B
Giit 2B L (P<<0. 0D, RIEFE K F 0. 80, %5 5+
JETTGA 0.6 DL b, BV R RAEEU M (e . 3K
SF HBeAg & # 18 ROC #h £k B 7% A i A,
HLL 300 il AE A e et 5 R B30 2 o K
BA G AR RS Fe 58 SRR, N
0.680,0.482,

HBsAg 1% 24 Ji % &2 ROC #14 T w5 L
3000 TU/ml Ayl SHAE 0 6 419 B o Ko 22 57
HA G128 L (P<<0.05), {H R HUE R 5 i
IREK . M 0. 621,0. 542,

x1 HBV-DNA #; 2 ,HBsAg, HBeAg T2 E R B E & TIHEIEEST 418 F HBeAg
I35 SRR BN G RE R 8 E 45 E PPV, NPV L& E ROC B 2 T R 54
D! ROCEHM WEHME  REE  RRE P{H PPV NPV 7 P
HBV-DNA ## (log;, 1U/mD)
0 J 0. 497 5.5 0.686  0.289  0.947  0.311 0. 663 0.157  0.692
12 4 0. 493 4.5 0.592  0.386  0.857  0.317  0.663 0.120  0.729
24 i 0.710 L5 0.716  0.578 0,000  0.500  0.776  20.422  0.000
HBV-DNA $ 54 W i B (4 %S {ED
12 4 0.518 2.5 0.722  0.265  0.648  0.319  0.667 0.048  0.827
24 i 0. 642 2.5 0.704 0530 0,000  0.468  0.753  13.061  0.000
HBeAg & H:(S/CO)
0 J 0. 631 300 0.680  0.482  0.001 0. 425 0.728  6.277  0.012
12 4 0. 821 90 0.852  0.639 0,000  0.680  0.828  62.693  0.000
24 0. 902 25 0.899  0.663  0.000  0.763  0.845  86.164  0.000
HBeAg $83E4 T MR AE (i3t )
12 4 0.524 5 0.698  0.373  0.540  0.378  0.694 1304 0.253
24 0. 594 6. 25 0. 621 0.506  0.016  0.396  0.719 3,703 0.054
HBsAg & & (1U/ml)
0 0.517 5 000 0.639  0.410  0.660  0.358  0.688  0.562  0.453
12 4 0.567 3000 0.692  0.410  0.083  0.395 0.705 2573 0.109
24 0.598 3000 0. 621 0.542  0.011 0.413  0.734 6.060  0.014
HBsAg HORELL T WE R E (4 %)

12 4 0.522 3.5 0.740  0.301 0.572  0.362  0.683 0.467  0.494
24 0.528 3.5 0. 675 0.386  0.470  0.368  0.691 0.889  0.346

. 1: HBV-DNA #3348 T iR )3 = 12 J& 5 24 J&l HBVDNA logio — #£48 /K F HBV-DNA logio;2: HBeAg 5 HBsAg #5348 T I 13
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JSAATE L ROC th e M4 e A CF 45 150 1)
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