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Association of CD40 Gene Polymorphism
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Abstract: Objective To investigate the distribution of CD40 gene 5’-untranslated region(5’-UTR) -1 site C/T single nucle-
otide polymorphism (SNP) and to study its relationship with local systemic lupus erythematosus(SLE) population. Methods
107 cases were selected from outpatient and inpatient of SLE patients for the study.,another 109 healthy person chosen
from healthy examined people were control group. The genotype and allele frequencies of CD40 gene polymorphism were as-
sayed by polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP). Meanwhile, the prevalences of
every auto-antibodies in three genotypes were compared. Results ~Significant differences were observed in CD40-1C/T geno-
type frequency between the SLE group and control group ( P= 0. 035). CC genotype frequency in SLE group was signifi-
cantly higher than that in the control group (OR=2. 020, P=0.016),and CT genotype was significantly lower than that in
the control group(OR=0. 528, P=0. 020). However, there was no significant difference (P=0.114) about the allele fre-
quency distribution between two groups. The prevalences of anti-RNP,anti-SSA , anti-SSB. anti-dsDNA and anti-histones an-
tibodies in CC genotype were high. Conclusion CC genotype of CD40 gene 5’-untranslated region-1 site might be associated
with the development of the systemic lupus erythematosus in this region.
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