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Abstract:Objective To developand measure the type of BCR-ABL fusion genes and established the detection method of the

fluorescent quantitative polymerase chain reaction and detect the clinical samples by new method. Methods The subtype of
BCR-ABL fusion gene would be obtain by bio information databases and compared differently among them. The specific
primer of BCR-ABL fusion gene were designed and the new system of fluorescent quantitative testing were created using
plasmid. Collected 30 leukemia cases of inpatient department of Renmin Hospital of Wuhan University from January to No-
vember 2014 .including 15 cases of chronic myeloid leukemia and 15 cases of acute lymphoblastic leukemia. Used new meth-
od,commercialized kit and direct sequencing to test clinical samples. Results The negative result and the positive result of
new PCR system were all 100%. The detecting result of disturbance term was negative on side of specificity. The new meth-
od could screen 11 subtypes of BCR-ABL fusion gene. The negative result and the positive result of el3a2,el4a2 and ela2
accorded with commercialized kit were 100% (10/10),100% (5/5) , respectively. The positive result of e19a2 be different
with commercialized kit were 100 % (2/2),0% (0/2) ,respectively. The negative result and the positive result of subtypes of
BCR-ABL fusion gene accorded with direct sequencing were 100 % (16/16).100% (14/14) , respectively. Conclusions The
testing result of new method was compared accuracy reaching 100% with the data of direct sequencing. This detecting meth-
od is quick, effective and reliable and would be applied clinical.
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