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in Flow Cytometry for Leukemia-Immunophenotyping
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Abstract:Objective To investigate how to organize information and manage data in leukemia-immunophenotyping and mini-

mal residual disease monitoring for leukemia immunophenotyping,and make data inquiry more efficient. Methods Managed
each result of patients by creating information table of patients and information table of samples,using data file table to man-
age data files of flow cytometry,and read the keywords from flow cytometry data file according to Flow Cytometry Standard
(FCS) 3.0 and 3. 1,and saved them to the data file table. Structured Query Language (SQL) could be used to perform in-
quiry about a patients by patient number and patient name, cases with a certain diagnosis,and different logical algorithms in
this database. Tables were linked and sorted, then perform manual search to verify the results of searching by SQL. Results

In comparison with manual search,SQL could query the result correctly. Conclusion Database can be used to manage and

organize information of patient and data of Leukemia-Immunophenotyping,and SQL can be used to perform inquiry efficient-

ly.
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