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Abstract:objective To detect respiratory viruses in Nasopharyngeal aspirates(NPA) samples from pediatric patients who
suspected acute respiratory infection by multiplex reverse transcription-PCR(RT-PCR) with a Genomel.ab Gene Expression
Profiler (GeXP) analyzer. Methods Selected NPA specimens of 1 800 pediatric patients who suspected acute respiratory in-
fection from July 2010 to June 2012, and tested for including respiratory syncytial virus (RSV), human rhinovirus (HRV)
and other respiratory viruses by multiplex reverse transcription-PCR(RT-PCR) with a Genomel.ab Gene Expression Profiler
(GeXP) analyzer. Datas were analyzed using statistical software (SPSS,version 13. 0). Results Totally.ten kinds of respir-
atory viruses were detected by GeXP genetic analysis system. A total of 67.33% (1 212/1 800) of samples were positive for
at least one virus. The 1 212 positive specimens included 375 human rhinovirus( HRV) , the positive rate of 20. 83%,249 re-
spiratory syncytial virus (RSV) , the positive rate of 13. 83% ,other in turn human adenovirus (HADV) , human parainfluen-
za 3 (HPIV-3) ,human bocavirus (HBoV),Influenza A,human parainfluenza 4 (HPIV-4) ,Influenza C,human metapneumo-
virus (hMPV) and Inf B. The positive rate was 8. 89%,6.5%,5.3%,5.3%,3.3%,1.5%,1.11% and 0. 67 % respectively.
There was no significant difference in the positive rate of respiratory virus among children with different sex ( P=>0. 05). Co-
infection by at least 2 of the viral pathogens under study was observed in 13.5% cases (243/1 800). Two pathogens were
detected in 210 samples (11. 67 %) and three pathogens in 33 samples (1. 83%). The rates of detection of the viruses were
not equally distributed during different seasons. RSV were most detected during the spring and winter,and HBoV,hMPV,
InfA,InfB,and HPIV-3 were mostly detected during the Spring.,while HADV and HPIV-4 mostly detected during Summer
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while Inf C were mostly detected in autumn. Conclusion

The proposed GeXP-based mRT-PCR assay possessed the advan-

tage of rapidity,high throughput,sensitivity and specificity,and could be used for acute respiratory tract infection in clinical

molecular diagnosis and epidemiology research.
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