30 PR E 2k 31 4% W4 201647 ] Mod Lab Med, Vol. 31,No. 4. July. 2016
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Fe MiR-132 ik e FAH G PERF 92

HEARGERAL T AL FESGHETEREAR KRR EER
CHE P AR BRI EEBE a. K250 FE b, KHRL M RIIER 571799)

W ZE.BH K4 microRNA-137(MiR-137) , microRNA-181b(MiR-181b) & microRNA-132 (MiR-132) & & /K F £ 3%
WRAFAY > AR B E R R A S IR TR, Aik SRIFHH KX 386 #4502 w8 F Rl 4)Fe
06 4] f B Ak 4 (3R 20) LR A S aF 32 K 8 PCR A&l # 48 f2 ¢ MiR-137. MiR-181b & MiR-132 7§ 7J<Jr A ) 41
Wik b PR R B AR (PANSS) =70 469 104 4] B & (WLEM) , T T8 87 14 X 857 30 K97 50 R A4
M MiR-137, MiR-181b & MiR-132 & ik K -F, 3 K PANSS, K R % & A (GAS) Fesmth = £ E usnﬁf\ Rl i 77
M-F 89 16 R R AT 2 AT IR G, R 5 xwl 20wk 4%, A 41 MiR-181b & MiR-132 & ik K F £ % Fif(Z= —3. 315,
P=0.001; Z=—2.036,P=0.038), W% 0 X A= 50 R MiR-181b A MiR-132 & ik /K474 57 7 Bid 4 R
B # T (=8.382~12.651.P<C0.05), AMLIELAE 57 50 K e 3 MiR-181b & MiR-132 F& ik K F 474 77 30 KAL%T#’S]((
=7.695~12.824,P<C0.05), K& &% 77 0 1A & K A48 B F PANSS 7 4 & SI#F o 2 % B A% (t=8. 711 ~10. 273, P<<
0.01), rﬁl‘{{]mfﬂj‘ltﬂkkiﬂ R EH GASHF R F 335 (1=7.523~12.861, P<<0.01), #a)é \#}r L, 5% 30 R

Y3k L0897 50 X 40 MiR-181b & MiR-132 & ik KF FiHL5 GAS#F4 Z 9 2 EA48 £ (r=0.537, P<<0.05; r=0. 492, P
0.05) ;% 77 50d 5% 97 T &, s ) 41 MiR-181b & MiR-132 %\Lﬂc%mTﬁﬂ 5 PANSS #5 2H R A% (r=—
). 503, P<C0.05; = —0. 516, P<C0.05), ROC # & % &, MiR-181b # AUC £ 0. 694(95% CI.0. 52 875) , # B & o
¥ B A 56.8% A= 78. %,MIR 132 %5 AUC & 0. 627(95%CI:0. 474~0. 788) , fr’wa % Ao b S H52.4% A 71.9%,
Logistic & )2 547 % 7, MiR-181b A 2 Z 483 £ & (OR=2.346,95% CI: 1. 363 ~4. 145, P=0.026) . £&it MiR-

181b % MiR-132 £ ik K-F 540 5 3L 05 & A Ao g By 35 )3 0 — 2 69 48 <, MiR-181b T 4 2 A0 45 Z‘f?éz\ffiﬁi’iié‘] o
S - BUTE L X 58 #1490 245E s microRNA

RES RS R749.3;R392. 11 XHEIREL:A XEHS:1671-7414(2016)04-030-05

doi:10. 3969/j. issn. 1671-7414. 2016. 04. 007

Expression of Plasma MiR-137,MiR-181b and MiR-132
of Schizophrenia Patients in Qiongxi Area and Its Correlation Study

SU Xian-du* ,FAN Chang-ling", YU Li*, LI De-fen",XIE Jin-jun®,ZHANG Su-ling",
ZHANG Xiao-hua®, HUANG Yu-hua” (a. Department of Clinical Laboratory;
b. Department of Psychiatry, Nongken Nada’s Hospital » Hainan Nada 571799, China)

Abstract: Objective To investigate microRNA-137 (MiR-137) , microRNA-181b (MiR-181b) and microRNA-132 (MiR-
132) expression levels in Qiongxi area of schizophrenia patients with antipsychotic drug treatment process change and corre-
lation. Methods Qiongxi area selected 386 cases of schizophrenia patients (case group) and 106 cases of healthy persons
(control group) by real-time fluorescence quantitative PCR were used to detect the two groups of plasma MiR-137., MiR-
181b and MiR-132 expression levels. 104 cases of schizophrenia patients (observer group) with total score of Positive and
Negative Syndrome Scale (PANSS) >>70 were detected before treatment, treatment for 14 days,30 days of treatment and
treatment for 50 days the expression levels of MiR-137,MiR-181b and MiR-132. By PANSS, global assessment scale (GAS)
and severity of illness (SD to evaluate the clinical symptoms and curative effect of different treatment stages of schizophreni-
a. Results Compared with the control group,the case group MiR-181b and MiR-132 were up-regulated ( Z= —3. 315, P=
0.001; Z=—2.036, P=0. 038). The observer group treatment for 30 days and 50 days the expression of plasma MiR-181b
and MiR-132 levels were significantly lower than before treatment and treatment for 14 days ((=8.382~12.651, P<<
0. 05). The observer group treatment for 50 days the expression of plasma MiR-181b and MiR-132 levels than treatment for
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30 days significantly decreased (t=7.695~12. 824, P<C0. 05). With the prolonging of the treatment time of patients in the
observer group PANSS score and SI score were significantly decreased (+=8. 711~10. 273, P<C0. 01). With the prolonging
of the treatment time of patients in the observer group GAS score was significantly increased (1=17.523~12.861, P<<
0.01). Correlation analysis showed that, with 30 days of treatment, treatment for 50 days in case group of MiR-181b and
MiR-132 levels downregulated were positively correlated with GAS score (r=0. 537, P<<0. 05;1r=0. 492, P<<0. 05). 50 days
of treatment compared with before treatment, case group of MiR-181b and MiR-132 levels downregulated were negatively
correlated with PANSS score (= —0. 503, P<(0. 05;r=—0.516, P<{0. 05). The ROC curve showed that the MiR-181b of
AUC was 0. 694 (95%CI:0. 527 to 0. 875) ,the sensitivity and specificity were 56. 8% and 78.3%. The MiR-132 of AUC
was 0. 627 (95%CI:0.474 to 0.788), the sensitivity and specificity were 52.4% and 71. 9%. Logistic regression analysis
showed that the MiR-181b has significant relative risk (OR=2.346,95% CI: 1. 363 to 4. 145, P=0.026), Conclusion

MiR-181b and MiR-132 expression levels with schizophrenia incidence and disease outcome had some relevance, and MiR-

181b can be used to predict risk factors of schizophrenic occurrence.

Keywords: Qiong-xi area; scchizophrenia; microRNA
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AENBREAR, Sl ETFBR O AR EAN
TR AS 8] B DX, A5 R B B microRNA Y #35 k
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SUIEVEAT T R EWEST 0 0 19 537 AL v oK i
B, v FE BV Hb DX JRORG 43 40E R R X AR AT
I DR 28 35 o K P 43 240E 22 8 T 75 AR, % JH: f B
B K SR BV L XORS # 43 Z4AE 19 microR-
NA R FX KT HFRILT NS H. AR R
FH 52 B 2% % 5 i RT-PCR # A K il ifn ¢ MiR-
137 ,MiR-181b K MiR-132 % ik /K F DL K A [\ 47t
F #0025 XA [F] microRNA 2 3k 7K F 48 4k 14 52
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Lol mFsn At B S ECHE T X (L REAE I LT
I s B VD R AR AR T B ROORSE Bl o3 SRE R A
386 BIAE A 2, o 55 ¢ 210 91, <otk 176 il
AEPA 14~52(25.84+10.2) %, AdkbriE. O/ &
¢ ERE Pl iz W N ge it F A 4 BR(DSM-IV) ¥
P4 BERE 2 W bR ; @1 & 01 80ET 3 N H R IRH
PRSP 259 . HEBR bR - O B A H Aok #5995
@ A M M5 55 AR B8R 28 2R G800 s A TNR Bk
YIS O 1A~ A WA s ; O 3 A
Pl A S JE AR B AR s iR YT (MECT) . o5 BE#E ]
14 R R K 2 106 i 48 R kit B2, Horp 8 4k 55 4],
Lotk 51 AR 16~53(26.3410. 4) %, A kb
W - D JC 7™ AR AR 90 5 @ B A T0 RS 1 e 4 5 R
RS, PRULAR IS P R 22 R TS B X
(P>>0.05), AR etk DUBH M5 B P e IR e 3%

(positive and negative symptom scale, PANSS) il
Gr>>70 Gy R bR, B B TP Ry 104 B4 S W58 4
HEATHURE P9 25 )6 9T 5 43 BT H X microRNA 3
KK, ARBESE 4 F BE S S E AR P
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1.2.1  FEEGH SAES B RNA 2 B0 50 &
5 S Mo B PCROHF & it w4 8 R
AR A A 4L, i 1] ABI7T500FAST § 34 4 i# 17
RT-PCR & &9 3,

1.2.2 MG RNA fi#E 5 %Ot i PCR K
Fra wF o X g ¥ EDTA B BE S SR 48 1 & bk i,
5 ml, R L J5 32 5 4 3l o Bk AE il B sE ) 5 i W TR
5], Je¥ Ficoll Paque PLUS %= iR (15~20°C)
BCE L, FHL 2 ml EDTA $UEE Il -5 55 (4 BV i W 7E
15 ml B0 T HB WA (BB WA 78 1R 2 G
REL 4 mD . FEHEHHEL 3 ml Ficoll Paque PLUS
WEF 15 ml B0 BB B RS (SR
) U RE 218 0o A5 AP B RE A (4 mD T3 R W
TG LV RO R OE T B . = IR (18 ~20°C) K 400
Xg &L 30~40 min, FH B WE (BB WA W
B FER MK 5 Mg . RS TR E T,
—80°CPRAF A I, 4% BRI W B RNA R 42 O
7 & (miRNeasy Il 3¢ £ B 7] & 1356 81 45 M ifn 2%
FHRHCE RNAL O 1 50 il 32 20 B8 5 80 RNA
B2, AL A B miR-39 CIfil 3 A 2 IR
EOE RIS AT IE SRR IE ., 4% B microRNA
JE 587 & (TagManmicroRNA 2 7 551857 )
UL AT S s OV . SR 2O e f PCR ##&¢ i
TaqMan i R A5 & [ s 17, PCR &
I Ce i i ABI9700 52 2¢ 6 a2 Bt PCR X k47
W A R HE S 2 . PUITI microRNA 5 4b
Z miR-39 BYB{E R (threshold cycle, Ct) Z 71 5&
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ACt{H A 27 7% microRNA {1 AH X 2 15 K F
KIS AR 7 1 3697 14 K GASF 30 KL IAFT
50 KB} microRNA X} 2 357K,

1.2.3 IRI7 5 AT IR IR 25 W) 0 58 WL 2, o)
SR A (W16 ) & 5 mg, P35 13 mg,
FEE Fl 5~20 mg) 26 il ; 22 i ~F (W) 4 57 4 100
mg, FH 5 & 550 mg, 7l & yu H 100~800 mg) 28
1] s 35 HLVE ER (R0 4R ) & 40 mg, FH & 135 mg,
&l 40~140 mg) 26 5] ; 1) 15 B (W] 4 57 & 2
mg, ¥ & 4. 7 mg, A & H 2~6 mg) 20 f.
JIT B 245 ) 121 2 Al B ATORS A0 25 4 % 22 T e 32 AR
/8l 552 6 e 32 1A B A BELIT VR T X8RS i 43 240
P14 B R A A AR A A 9 T ELAE R 9T )
MR A MR SN RN R .

Lo2.4 JFRCHE : THRYTHT IRYT 14 K ARYT 30
K IRIT 50 Kl BH % 5 BT M 5E AR & % (PAN-
SS). KK I & & £ (global assessment scale,
GAS) FR 1 ™ B 2 & 8 3 (severity of illness,SD
X W 2% 2 1) 9 s T o AR R MY RUGHE AT VR E L O 0 R
ARG RAE B (FEZIRTAY AP R & A R R
N RITIT RS,

1.3 it o4 SRHA SPSSI7. 0 Gt # A% 7
Br. B LA B bR 22 (2 o KR A TH] HL AR
F Wilcoxon Bk A I B ¢ #r56 . I FH Logistic [A]
JA 537 microRNA FURE #t 43 2L5E /19 ¢ R, AH X PE
53 M1 K H Spearman AH ¢, 24 il ROC M Z& 73 #r

microRNA 1 Ak #ft 43 2L 4E 12 Wi b 1 19 8088 B A
PSR, L P<<0.05 WERAESITHE L.

2 #£R

2.1 BB 4 A xf BB 4 MiR-137, MiR-181b %
MiR-132 Fikk-Frbds  WE 1, CtESEIGE
DUECH X B R R R Ce H B/, R R IR 5
NG Z . MiR-137 9 CofH KT 40, o4 38 il 2
Won . HXF A A, Bl MiR-181b M MiR-
132 #HXKFEE FH(Z=—3.315,P=0.001;Z
=—2.036,P=0.038),

R 1 THEMR-137 B MiR-132 RiEKFE LB (ACH, T+ )

microRNA WA (n=106)  KHA(=386)  Zfi PfH
MiR-181b 2.8440. 91 2.2740.75  —3.315 0.001
MiR-132 6.01+1.28 5.3241.20  —2.036 0.038

2.2 I TG ¥ MiR-181b & MiR-132
FoRk kA LR 2, WERYLIRYT 30 KA 50
KM MiR-181b K MiR-132 2 35 7K ¥ 518 97 1
KIRIT 14 KRB E FiH (1=28.382~12.651, P<<
0.05 8% P<C0.01), H WA AIRYT 50 KM% MiR-
181b M MiR-132 FRik K FHIGYT 30 K & T I
(t=7.695~12. 824, P<C0. 05 8 P<C0.01), W%
HIRIT 14 REWRITRIHLE . Z R RG T4 2E L«
=0.457,P>>0.05),

w2 IR AEITRI G MiR-181b & MiR-1322 RiEKFELLE (ACt, 7+ 5)
microRNA SRR BT 14 K 1RT7 30 K IRIF 50 K
MiR-181h 2.19+0.71 2.20+0.73 2.64£0.75% 2.9610. 72"
MiR-132 5.150. 96 5.1740. 95 5.6310. 91 6. 181, 0454

L SIRITRT L .2 P<<0. 05 3> P<C0. 01; 59497 14 RELE.© P<C0. 05 8¢ P<C0. 01; 53477 30 K&, P<<0.05,

2.3 NERMBHRNEETRFELHTIL WE
3. WERAH B A [l iR J7 i 1) PANSS F 4 &SI
PEr I BAK TR IT AT (1=9.162~13. 648, P
<<0.01) , H Ffi & 3697 B 18] #E K PANSS $¥4r & SI
T4 B B (=8, 711 ~10. 273, % P<<0.01),

A AR YT B B GAS P44 B & TR
JYHT(1=7.863~16. 348, P<C0. 05 & P<C0.01),
HEEE 8 97 i ) 2E K GAS PE4r B & W (1=
7.523~12.861,¥) P<<0.01),

x3 NBABTHNEEEREINETL
&7 % tEgigil] BT 14 K 187 30 K 1697 50 K
PANSS #£43 85.21+4.13 66. 8443. 25" 54. 3643, 13 40. 7242, 36"
GAS T4 5.69£0. 27 6. 530, 32¢ 7.6840. 37" 8. 9440, 42"
SLiF4y 5. 2440. 22 3.7840. 19 2. 9440, 20% 1.9140. 16>

W SIRIT T .2 P<<0. 05 5k> P<C0. 01; 57497 14 RELE P<<0. 01, 53477 30 KL, 4 P<0. 01,

2.4 MEE TG MiR-181b & MiR-132 & ik

KF L5 PANSS % 44 GAS #F 4 T 4 69 48 % 1
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5697 B LB, 16 97 14 K% Il 4 MiR-181b J%
MiR-132 ik /K F 5 GAS ¥4 JC W B AH P (P
=>0.05); 53R I7 30 K. IRIT 50 K w6l 4
MiR-181b K MiR-132 £ ik/KF FiH5 GAS ¥4
BB IEA S (r=0. 537, P<<0. 05; r=0. 492, P<<
0.05), HIHITHI LI, IR IT 14 K, 30 K 1 4
MiR-181b }& MiR-132 £k /KFH T 185 PANSS
VAR TC I AR SCHE (P=>0. 05) 53897 50 K 5IRYT7
W HC A R 1 2H MiR-181b F2 MiR-132 %3k 7K -
TH5 PANSS #7452 0 i A 3¢ (r=—0. 503, P
<<0.05;r=—0.516, P<C0.05),

2.5 ROC ¥ % % # MiR-181b % MiR-132 /& #
Ao Blar B b ag e LR 1, T I
FH (area under cure, AUC) X F& 55 Wil 4H A1 %) BB 2H 22
[ DX o0 B, Hh 26 AU R, &8 MiR-181b K&
MiR-132 7 95 1] £H 1 % JE 21 22 (8] 9 X 43 B8 i
ROC i £k 45 5 % 75, MiR-181b 4 i1 €& F mi fL &
0. 694(95 % CI:0. 527~0. 875) , 45 Jak Jig Fl 4 S B 43
Wk 56. 8% F1 78. 3% ;s MiR-132 By it £ F I #1 2
0.627(95% CI:0. 474~0. 788) , Ff Jak J& 4 S 3 4
Bk 52. 4% F 71.9% ., XTI (AUC=0.5)
BLEFEA G FE X (P<0.05),

1.0
08|
2 06|
=
5
§ 04l
w2
024 — Mir-181b
I — MiR-132
—BEHK
0'0 1 1 L

1
0.0 0.2 0.4 0.6 0.8 1.0
1-Specificity

1 MiR-181b & MiR-132 FEf5# 5 RIE B E LB R A ROC fiZk
2.6 Logistic B )3 4 # MiR-181b % MiR-132 &
KRR A At o s B 0 L A IR BIA S 5T
MEZHAE R — 43 A8 &, L MiR-181b & MiR-132 fEH
A A &, W Logistic [ U548 750 X 945 2H £ 98 247 45
Br. 4558 B8, MiR-181b E A & & H % & & J¥
(OR=2.346,95%CI:1.363~4.145, P=0.026),
M MiR-132 2R L4 it % H XL (OR=1.143,95%
CI:0.984~1.317, P=0.074),

3 1148 microRNA JK-FEKE # 23 ZL9E v I BIF 5%
I JLAE NI RIS, H /52 & 3 2 il microRNA Ay
P Ik 5 W 1T B8 5 A 43 240 A1 D) L0 microRNA
2 A 0L 38 % 5% PR ELAR AL o R A 5E . Bev-

eridge ZEM V5T & B MiR-181b 76K #1434 0E H &
i [ (STG) Ay FE A& 8% L., Ouyang
AU 8o . MiR-181b 52 ik £ 1E H Mk 4 41 4% 51
JETE Y S AN A () e 3k W s, T BE S E R
i H 230 5 . MiR-137 TE KA £k, ey
B2 & F AR A5l 1 miR-137 28 4L
il 76 A 43 240E b 5] R I o g e A2 H . Hansen
AL g% J2 W], MIR-132 7] D) B % MeCP2 1y %
IR R B 2R A L R B R R EE T Y
PG

AW 5% 45 5 B R, MiR-137 9 Ct {5 K T 40,
ToP 38 ih 28 w5 50 B4 g Rl 4 MiR-181b
K MiR-132 ik /K B #F L. & ROC #i k7
My J Logistic [Bl 5 43 #r % 3F » MiR-181b J& MiR-
132 VENKE M 2EARIC Y A B E LW E X H
MiR-181b HA7 I 2 A0 XF fa b B . 6P MiR-181b
K MiR-132 fEZ Wikt i e A EE WS %
BB, i MiR-137 Jo 4 34 i 4k won , 58 o 4
JIE 56 B2 A PRt — 2 W58, Beveridge %M #f 5¢
K miR-181b 3 ik 7K - Y Bl A8 J& 4 #ft 7 SL0E K2
JRIFF R EZERNZE, Yu %0 id mi-
croRNA S R 4 R 152 if 2 & B & 0 55 =
(PCRO K A 1 43 24AE £ 35 ) R 20 A ] o 2>
A1l microRNAs 3R 35, 45 £ K MiR-132 &
— W TE TORG B 43 S40E F8E T 2 Wi bR R

R Mk &2 i T 5 e TR 22 RS R B0 245 W &
B0 microRNA [ #35, Kocerha 20 7E F Hi 5
PESF (MK-801) 1 5F C27BL/6 /)N Bl 2 ~7 K #il 43 24
FEAL A 5, X H PFC & i 5 R v 182 A microR-
NA HEAF S 8 e K B, 298 1/3 1 microR-
NA FikFHw . AU ER, WEHIBIT 30 KM
50 KM MiR-181b & MiR-132 ik K E8IEIT
HIRIRYT 14 K W3 T W, FOWER 413897 50 K I 2%
MiR-181b }& MiR-132 ik K FHIGIT 30 Kb %
TE . WSS B AN AR IT B ) PANSS 3F 43 K
ST 343 2 B 8 A% T 36 97 1. H Bl & 36 7 B R) ZE K
PANSS 4> K ST PF43 i 5 Wk, WEH B E A
[FERITEER] GAS P43 ¥ 80 W/ TR 7 an, BB &
IRITIE R E R GAS W4 B 1 &, Bk g5 R
B, B & PURS B 25 90 3697 B[R] A9 ZE 1, PANSS &L
BT R GAS TE % 8 T s ™ R A
Wi %, MiR-181b M MiR-132 ik KF B #E T
W, MIET microRNA 2635 7K 3 5 I 5 e IR 6 4%
o 1 G 2 0 AR DG, AT — 20 0 B MiR-181b
K MiR-132 %35 /KF5 PANSS B4 F1 GAS PE4
A AE ML SR BN L 53T 30 R IRYT
50 KIwHIZH MiR-181b J MiR-132 31k 7KV F ¥
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5 GAS P43 2 B8 IE M OC 7697 50 K 5T HT L

B ZH MiR-181b & MiR-132 357K F i T i

5 PANSS #7r B B ARG, #&78 MiR-181b K&

MiR-132 B4 I A By T W W0OKS #5324 0 58 25 A 9

WORAS S WG VR AL . 25 W s AL 2 UE SR AR T mi-

croRNA A] LI g5 it fR b e W e is S5 A

2R 4 R s R s DL Liw VY B gy R

WL IEDURG A 25 W i /E T L 8843 microRNA 1Y 3%

IR 23 R BUAR R B 53 ARE KR AR 2 R B IR T

—4E 5, #4> microRNA F£IKB 8 T,
g5 LR KGR o 2U0E JBE K MIR-181b

MiR-132 R ik K °F i 2 I, MiR-181b A& MiR-

132 W] 7 it 5 35 5 2R G 1Y A0 78 T R T 24 ) ) A

FHASCR  [] B 4508 12 95 24 0 4 D A T 52 o) A

MiR-181b K MiR-132 {33k 7K, i — 258 75 H

X RS G BPE T . R BR R O TS Pl 3 BLIE IR T 1Y

FES M microRNA # i DL S HARAE AL, A 2

R B2 B AR ST S AR B
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