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Abstract: Objective
Methods

ic primers and fluorescent probe sequences in the sites of CYP2C19 * 2 and CYP2C19 * 3 gene polymorphisms were de-

To establish a rapid method for detection of CYP2C19 % 2 and CYP2C19 % 3 gene polymorphisms.

A total of 100 peripheral blood samples were collected from the sample library of the clinic laboratory. The specif-

signed,and the two gene polymorphisms were detected by double tube and one-color fluorescent PCR directly,and validated
by a commercialgene chip method. Results The double tube and one-color fluorescent PCR technology could identify
CYP2C19 * 2 and CYP2C19 * 3 single nucleotide polymorphisms,achieving 100% consistence with gene chip method. Con-
clusion The double tube and one-color fluorescent PCR technology based on the specific probe and primer of CYP2C19 * 2
and CYP2C19 * 3 single nucleotide polymorphisms is effective,rapid and reliable in identifying genotypes. This method is ex-
pected to be applied in clinical laboratory to guide personalized medicine.
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