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Sequence Analysis and Identification of A Novel
HLA-A * 24 : 327 Allele Been Designated by the HLA
Nomenclature Committee of WHO

WANG Tian-ju,CHEN Li-ping, WANG Xiao-fang, WANG Man-ni, QI Jun
(Shaanxi Blood Center, Xi’ an 710061, China)

Abstract: Objective To do analysis of sequence and identify a novel HLA-A allele in Chinese hematopoietic stem cell do-

nors. Methods

A rare HLA-A allele was initially detected by Luminex PCR-SSO typing,then the sample was sequenced by

sequence-based typing (SBT) and the group-specific sequencing primer (GSSP) to confirm the mutation allele and locus. Re-

sults The sequence of the sample results showed that the allele compared with the highest homologous allele HLLA-A * 24

1 02:01:
02:01:
HLA-A * 24 =

01 was the difference in the exon 3 at position 544 G>>A.resulting in an amino acid sequence of HLA-A % 24 :
01 at position 158 change Ala to Thr. Conclusion This allele is a new HLLA-A allele and has been designated as
327 by the HLA Nomenclature Committee of World Health Organization (WHO)

Keywords : human leukocyte antigen;sequence based typing;group-specific sequencing primer;novel allele
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