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Abstract: Objective
nit (MDR-AB) in orthopaedic hospital. Methods

tion and were typed by repetitive extragenic palindromie-polyrnerase chain reaction (REP-PCR). Results

To investigate the drug resistance and homology status of Multi-drug Resistant Acinetobacter Bauman-
34 strains MDR-AB were isolated from 2016. 1~2016. 7 for DNA extrac-
The resistance
rate of MDR-AB were =>70% to 15 of 17 antimicrobials, except to cotrimoxazole (14 %) and levofloxacin (61%) ,34 strains
of MDR-AB were divided into three types by REP-PCR including type | .type Il and type lll. Conclusion Drug resistance

of MDR-AB was severe and mainly composed of the same genotype (type | ). Rational use of antimicrobial and regular mo-

nitoring of drug resistance is necessary to reduce the nosocomial transmission.
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