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Study on the Linezolid Resistance Mechanism of Gram Positive Cocci
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KB and

E-test methods were used in antibiotic susceptibility tests. PEFGE,PCR and sequencing techniques were applied to study the

Abstrac: Objective To study the molecular resistance mechanism of linezolid resistant gram positive cocci. Methods

molecular epidemiological characteristics and resistance mechnisms of linezolid to gram positive cocci. Results The MICs of
linezolid of the 5 Staphylococcus cohnii isolates were from 16 to 64 mg/L,and they were all cfr gene positive and with L3
mutations,and there were two PFGE types. The linezolid MIC of one Enterococcus faecalis was 8 mg/1L. with G2576T muta-

tion in 23SrRNA. Conclusion There were linezolid resistant gram positive cocci appeared in clinical samples.for the effective

anti-infection treatment monitoring linezolid resistant gram positive cocci in clinical lab is important.
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