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Bacteria Distribution and Drug Resistance

Analysis of Peritoneal Dialysis Fluid

WU You-wei,SHI Hong, LIU Wan-jing,DA Rong (Department of Clinical Laboratory,
the First Af filiated Hospital of Xi’an Jiaotong University, Xi’ an 710061, China)

Abstract:Objective To investigate bacteria distribution and resistance of peritoneal dialysis fluid through the retrospective
analysis of peritoneal dialysis fluid culture results. Methods Data were collected from November 2012 to March 2016 in the
First Affiliated Hospital of Xi”an Jiaotong University. The isolated pathogens from peritoneal dialysis fluid specimens of
clinical patients were tested by automatic microbial analyzer,and the susceptibility of antibiotics was verified by instrument
method and disk diffusion method. WHONETS5. 6 software was used in data analysis. Results The study included 309
strains including 206 non-repeating ones. In wihch 174 (84.47%) strains of gram-positive bacteria,28 (13.59%) strains of
gram negative bacteria,and 4 (1.94%) strains of fungi were enrolled. Most of gram-positive bacteria were Staphylococcus.
Enterococcus and Streptococcus, especially Staphylococcus epidermis. Escherichia coli, Pseudomonas aeruginosa.and Acine-
tobacter baumannii were most common in gram-negative bacteria. Fungi areall of Canidia. Bacteria had different levels of drug
resistance. All strains of Staphylococcus were all sensitive to Linezolid and Vancomycin, and all strains of Escherichia coli
were all sensitive to Meropenem, Imipenem and Piperacillin/ Tazobactam. Conclusion The peritoneal related infection was
caused most by gram-positive bacteria,and the most common isolates was Staphylococcus epidermis. The existence of multi-
ple drug resistance indicated rational usage of antibiotics for anti-infection treatment play vital roles in clinical practice.

Keywords: peritoneal dialysis fluid; pathogen distribution;drug sensitive test
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