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Abstract:Objective To explore the expressions of miR-221 and miR-222 in papillary thyroid carcinoma (PTC) ,and relativi-
ties with clinical pathological features. Methods Samples from patients of PCT (43 cases) ,nodular golter(21 cases) ,and
para-carcinoma thyroid tissues(14 cases) ,78 cases in total (from 06/2015 to 05/2016, Shaanxi Provincial People’s Hospital)
were collected. Real time-PCR tests were carried out,then analyzed in relation to clinical pathology features,and statistical a-
nalysis was used to evaluate the results. Results The expressions of miR-221 and miR-222 were significantly higher in PTC
(11.5443. 37,10. 6742. 45) than in nodular golter (3.21+1.12,2.89=41.23) and normal thyroid tissue (2. 0240. 76,
1.9840.34)(t=3.62,3. 25;3. 27,3. 01 ,all P<C0. 05),which were significantly related with Regional lymph node metasta-
sis, tumor invasion coated,distant metastasis and clinical stage ( P<Z0. 05) , while not related with the gender,age,or size of
the tumor of the patients ( P=>0. 05) ,and no differences were found in nodular golter and in normal thyroid tissue (t=0. 91,
0.79,P>>0.05). Conclusion miR-221 and miR-222 could be considered as a specific molecular marker of PTC.may play an
important role in the diagnosis and treatment on PTC.
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1.2 X7 RNA #2805 Trizol (invitrogen 2
7)), PCR {7 & (TaKaRa 2\ A ), real-time PCR
RH & (TaKaRa 23 7)), RT-PCR fi H 5191 |
T AEM. N2 U6 E sl ¥ 5 -GCTTCG-
GCAGCACATATACTAAAAT-3", k5| ¥ 5°-
CGCTTCACGAATTTGCGTGTCAT-37, = ¥
101 bp; miR-221 1E [ 5] ¥ 5’-GTTCGTGG-
GAGCTACATTGTCTGC-3", R [7 31 ¥ 5°-GT-
GTCGTGGAGTCGGCAATTC-3", =¥ 67 bp;
miR-222 1F 1 3] ¥ 5’ -GTTCGTGGGAGCTA-
CATCTGGC-3", & m 51 ¥ 5’-GTGTCGTG-
GAGTCGGCAATTC-3".7%) 65 bp.
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