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Establishment and Preliminary Application of the Method for
Detecting Expression of Human CDK14 with Real-Time Quantitative PCR
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Abstract : Objective
oped. Methods
designing and synthesis of the primers of CDK14 target gene and 3-Actin reference gene and extracting total RNA from dif-

The method for detecting expression of human CDK14 gene with Real-time quantitative PCR was devel-
To establish a method for detecting expression of human CDK14 gene with Real-time quantitative PCR by

ferent lung cancer cell lines. Then the specificity, detection range and repeatability of this method were evaluated. At last, the
expression level of CDK14 gene in different cell lines. which were with or without siRNA interference,were carried out by u-
sing this method. Results The method for detecting expression of human CDK14 gene with Real-time quantitative PCR,
which had good specificity,good repeatability (CV=7.3%) and wide detection range (Ct value range of CDK14 and B-Actin
amplification curve were 22. 47~32. 96 and 15. 14~27. 55 respectively, ¥ =0. 9844) , was developed and it was verified by e-
lectrophoresis analysis, melting curve, PCR product sequencing. And CDK14 gene expression level, which was detected by
this method,increased in HCC827 D5,H1650 and number 1 siRNA segment was effective interference segment. Conclusion

The method for detecting expression of human CDK14 gene with Real-time quantitative PCR was established successfully.

Keywords: cyclin dependent kinase 14 ; gene;real-time quantitative PCR
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1.3 Fk
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ANZMEIE T CDK14 5 B-Actin %A PCR $" 1
TR R B R AR S, [ B 38 A offe il 46 3 s 7
60 3 BBl P9 7 7 38 A R ELAG AL B G R TR
Wi R T A ZEKR

TEZAF ST H o 38 2 % 60 5 Y B 2 51 cDNA
i BEAE Sh PEAT CDK14 %5 KA XF 26 3k &2 i A %
PZE R — 8t R4 A 5 BB R 7.13% , S5 ¢



B R 24 25

$32k HoWl 201743 H

] Mod Lab Med, Vol. 32,No. 2, Mar. 2017 29

A B SR R G TR [ RE
f9 CDK 14 Jk PRAR Xf 2 3% 4 23 A AT 48 v Be T4
RORVPAL I ZAR AR 7R 1 R 4F i A6 I 28 RE

g5 B Gz R 57 T CDK14 5 A AH

XfE AN R GE, H A R S R A 2

G 0 L A B A5 G A5 AT L T A A ) ) CDK14

FeH ik 22 5 0 1 L CDK 14 35 B+ 0 858 PF A %5

75 T BT R R S AN ME

B2k

(1] R BLR3CU. B AN PETKLLT . [ B g
2245 ,2013,40(2) : 100-102.

Zhu J, Yue WT. Tumor associated gene PETK1[J].
Journal of International Oncology,2013,40(2):100-
102.

[2] Zhang W,Liu R, Tang C,et al. PFTK1 regulates cell
proliferation, migration and invasion in epithelial o-
varian cancer[ J]. Int ] Biol Macromol,2016(85) : 405-
416.

[3] Yang L,Zhu J,Huang H,et al. PFTK1 promotes ga-
stric cancer progression by regulating proliferation,
migration and invasion[ J ]. PLoS One,2015,10(10):
e0140451.

[4] Gu X,Wang Y, Wang H, et al. Upregulated PFTK1
promotes tumor cell proliferation, migration,and inva-
sion in breast cancer[ J]. Med Oncol, 2015,32(7): 1-
13.

(5] fardedm, 5 A&RH, XK, 5. 2B RH%#H SYBR
Green 1 SERF 2856 E B PCR 7 ¥ 10 & 57 K I PR R FH
(1. BUARAR B e 2 45 35, 2016,31(3) 1 98-101.

He WN,Lu DY, Liu HL, et al. Establishment and ap-
plication of SYBR green [ real-time PCR assay for
rapid detection of hepatitis B virus DNA[J]. Journal
of Modern Laboratory Medicine,2016,31(3) :98-101.
[6] Livak KJ, Schmittgen TD. Analysis of relative gene

[7]

[8]

[9]

[10]

expression data using real-time quantitative PCR and
the 2722 Method [ J]. Methods, 2001, 25 (4): 402-
408.
T 5.2 Pl —Fh EGFR 3 [H 58 48 % I 07 75 B9
SERHI A R [T ). KBS %, 2014, 43 (11) 2 1351~
1353,1356.
Wang Q.Luo K. Establishment of a method for detec-
ting EGFR gene mutations and its preliminary appli-
cation[ ] ]. Chongqging Medicine, 2014, 43 (11):1351-
1353,1356.
ST OK At SO, R PR A S 5 R A VAR 1
AR L]/ OL]. AR I IR B U 2% 7« WL X, 2013, 7
(23):10846-10849.
Dang WT,Zhou JG,Xie WG. Gene transcript variant:
potential lesion site[ J/OL]. Chinese Journal of Clini-
cians(Electronic Edition) .2013.,7(23) :10846-10849.
PO .5k ELE L4 KR bFGF £ H 298 &
& PCR A J7 w9 22 52 () 1. v [0 0o f 44
2008,14(1) : 1-4.
Shu JB,Zhang R.Dong Y,et al. Establishment of the
method for detecting rat bFGF mRNA with fluores-
cence quantitative ploymerase chain reaction[ J ]. Chi-
nese Journal of Osteoporosis,2008,14(1) :1-4.
IR ERAR T R SR E i PCR &
DN e L BB AS B U 2 2% 1 G ik R 3% 38 J7 ¥ 19
SEROSERILT . KA A2 AR, 2014, 38(2) £ 328-334.
Li MZ,Mai KS, He G,et al. Establishment and ap-
plication of Real-Time quantitative PCR reaction
system for study in gene expression of A5 fatty acyl
desaturase in abalone ( Haliotis discus hannai Ino)
[J]. Acta Hydrobiologica Sinica,2014,38(2): 328-
334.
W #s B #1:2016-04-03
&= B3 :2016-09-07

(B3 25 )

[8] Hu H,Wang C,Jin Y,et al. Alpha-lipoic acid defends
homocysteine-induced endoplasmic reticulum and oxi-
dative stress in HAECs[]J]. Biomed Pharmacother,
2016(80) :63-72.

[9] Xiao Y,Su X, Huang W,et al. Role of S-adenosylho-
mocysteine in cardiovascular disease and its potential
epigenetic mechanism [ J]. Int J Biochem Cell Biol,
2015(67) :158-166.

[10] Huo Y,Qin X, Wang J, et al. Efficacy of folic acid

supplementation in stroke prevention: new insight

[11]

from a meta-analysis[J]. Int J Clin Pract, 2012, 66
(6):544-551.
MRERLL. B Bl 5 3.5 64 2 IBE CT ki CT-
A BRAG i CTP X 12 W 21 S 1 A4 il 1008 9 19 1 IR
I AR BT . T b B2 2%, 2014,20(9) 1 1485-1488.
Lin LH.Duan K,Hu Y.et al. The diagnosis value of
64 layers spiral CT of head and neck CTA joint
brain CTP for acute ischemic cerebrovascular disease
[J]. Hebei Medicine,2014,20(9) :1485-1488.
Wi B :2016-12-09
EEIBH#3:2017-01-13



	217yj2_部分26
	217yj2_部分27
	217yj2_部分28
	217yj2_部分29

