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Association of Epression with the Level of MicroRNA
in Plasma and Mononuclear Cells in Patients with Schizophrenia
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Abstract: Objective To investigate the changes and clinical significance of the expression of microRNA in plasma and pe-
ripheral blood mononuclear cells in patients with schizophrenia. Methods 174 patients with schizophrenia in Danzhou People
‘s Hospital were selected as the case group and the other 80 healthy persons as control group. The relative expression levels
of 8 microRNA in two groups of plasma and peripheral blood mononuclear cells were detected by real-time quantitative fluo-
rescent PCR(MiR-195, MiR-346 ,MiR-181b, MiR-212, MiR-30e, MiR-432, MiR-7, MiR-34a) ,and the differences of microR-
NA in the plasma and peripheral blood mononuclear cells were compared between the two groups. ROC curve was used to
analyze the sensitivity and specificity of microRNA as diagnostic criteria for schizophrenia and Logistic regression analysis of
the relative risk of microRNA in schizophrenia. Results The expression levels of MiR-195, MiR-181b, MiR-132, MiR-30e,
MiR-7 and in the patients of the case group(3. 1141.05,2.1840.72,1.8540. 74 and 9. 61+ 1. 87) were significantly high-
er than those in the control group(4. 48+1.07,2.9240. 86,3.53+1.07 and 11. 9642. 73, P<<0. 05 or P<C0.01). The ex-
pression levels of MiR-181b, MiR-212, MiR-30e and MiR-34a in peripheral blood mononuclear cells of patients in the case
group (—4.20+1.16,0.2740.55,—4.8341.05 and 2. 64+ 1. 08) were significantly higher than those in control group
(—3.5640.81,0.91+0.68,—3.49=+1.22 and 3.95+1. 03, P<<0.05 or P<C0.01). Logistic regression analysis showed
that plasma MiR-181b and MiR-30e were significantly relative risk (OR=2.357,95%CI:1. 361~4.093;OR=2. 064,95%
CI:1.147~3.815) ,and peripheral blood mononuclear cells MiR-30e also had significant relative risk (OR=1. 628,95 %CI.
0.914~2.926). ROC curve analysis showed that 95% CI and AUC in plasma and peripheral blood mononuclear cells of MiR-
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181b were 0. 702 (0. 784~0. 632),0. 658 (0.593 to 0.736),and plasma and peripheral blood mononuclear cell of MiR-30e
were 0. 775 (0. 706~0. 857),0. 758 (0. 686~0. 839) , respectively. Spearman correlation analysis showed that plasma MiR-

181b and plasma MiR-30e were significantly correlated ( r= 0. 547, P=0.043). Conclusion

Abnormal expression of mi-

croRNA in patients with schizophrenia,and plasma and peripheral blood mononuclear cells MiR-181b and MiR-30e had good

diagnostic value for schizophrenia patients.
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MiR-7 3. 4840. 87 2.9241. 04 —1. 436 0. 102
MiR-34a 3.95+1. 03 2.64%1.08 —3.065 0. 009

2.3 Logistic B2 4 # MiR-181b Z MiR-30e &  2.357,95%CI:1. 361~4. 093) , 1 I J& Il 242 41 il

KRR ey AR A e WA 3, PR B 3K K A JE
I A% 4 B PN 34 5 R 238 B9 MiR-181b & MR-
30e #4T Logistic M43, L% 61 2H 5 %) iR 21
YEh — 78 i DL MiR-181b & MiR-30e £k [ 48
B R Logistic [ U506 M 4 5088 AT 40 M7 . 45

WR I % MiR-181b HA i 2 A X & 5 (OR =

MiR-181b 22 5 Fo 4t 1 %+ & L (OR= 1. 205, 95%
CI1:0.583~2. 216) ; IfiL 3% J2 AP JA il 4% 248 g MiR-
30e $JEAG A XSGR JE (OR=2. 064,95 %CI.:
1. 147 ~ 3.815; OR = 1. 628, 95% CI: 0. 914 ~
2.926),

x3 Logistic B34 4F MiR-181b & MiR-30¢ 3 ik 7k T B9+ X /& I BF
W % EIEES prifER Wald 4 OR {8 95%C1 P
MiR-181b( if1 ) —0.618 0.153 3.628 2,357 1. 361~4. 093 0.027
MiR-30e( 1) —0.873 0.236 4,012 2.064 1.147~3.815 0.013
MiR-181h(#8) —0.584 0.142 1.274 1. 205 0.583~2.216 0. 068
MiR-30e(#.8;) —0.569 0.128 3.735 1.628 0.914~2. 926 0.024
2.4 ROC w128 547 MiR-181b Z MiR-30e f£ 45 B4 MiR-181b B AUC & 95 % CI 435~ 0. 702

Ao Ae Eo b ey e R 1L B 2 fEk 4,
28 T 1 AL (area under cure, AUC) X 25 1 2H Fl
X IR 22 6] 0 X4y B, i 4k F T B R, R OR
MiR-181b J MiR-30e ¥ 5 2 1 X%J i 2H =2 [8] 4 X
Sy BERESR . ROC 1220 A W7 5 I 3% K A1 5 i 4

(0. 632~0.784),0. 658(0. 593~0. 736) ; IfiL 3¢ Jz 4
JE i A% 40 MiR-30e ) AUC & 95 % C1 43 51 4
0. 775(0. 706 ~0. 857) ,0. 758(0. 686~0. 839), 5
IR (AUC=0.5) b Z R A G # 2 L (P
<<0.05),



48 B 90 B 2 2 3

$32% oW 2017483 H

J Mod Lab Med, Vol. 32,No. 2, Mar. 2017

* 1 ROC B ZIEH MiR-181b & MiR-30c ZEF5#M S ZEER E RIS M E
microRNA iR AUC 95%C1 RE ) SR (%) Pfg
MiR-181h(1f1 %) 0. 064 0.702 0. 632~0. 784 57.3 78.0 0.015
MiR-30e( 1i12) 0.032 0.775 0. 706~0. 857 86.0 67.4 0. 000
MiR-181h (L) 0. 068 0.658 0.593~0. 736 60. 4 70.5 0.027
MiR-30e(#11%) 0. 047 0.758 0. 686~0. 839 80.5 4.6 0.001
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