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Clinical Application of the Expression of LOXL2 mRNA and
Tenascin-C mRNA in Tissues of the Bile Duct Cancer
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Abstract : Objective To explore the clinical application of the expression of LOXL2 mRNA and Tenascin-C mRNA in tissues
for the disease with the bile duct cancer. Methods The serum and clinical data in 35 cases of patients with the bile duct
cancer (cancer group) and 28 cases of patients with normal bile duct tissue (control group) were collected, used the real-time
fluorescent quantitative PCR (real-time-PCR,RT-PCR) technology to detect the expression of LOXL2 mRNA and Tenascin-
C mRNA in tissues toobserve the relationship between the changes and the bile duct cancer for the two markers. Results
The expression of LOXL2 mRNA and Tenascin-C mRNA in tissues in the cancer group were 1. 274-0. 18 and 1. 39+0. 19,
which of ones in the control group were 0. 2040. 06 and 0. 23=£0. 06. In the cancer group,the expression of LOXL2 mRNA
and Tenascin-C mRNA in tissues respectively with comparision to those in the control group were significantly higher. the
differences had statistical significance(t=52. 18,56. 87, P<<0.01), which of ones in the cancer group was positively related
(r=0.687,P<<0.01). Conclution The expression of LOXL2 mRNA and Tenascin-C mRNA in tissues may be a molecular
targets for the disease with the bile duct cancer in the early diagnosis and judgment of progression in the courses of this dis-

ease.

Keywords: bile duct cancer; LOXL2 mRNA; Tenascin-C mRNA

R4S 98 S B H L ) A e 2 — LB
FE T S WT R AR TS 22 AR ARk
FIF 52 26 B . Tenascin 78 ¥F 2 A J5 % M i i 41 41
Hh S PR G R L A SR IR A 48 S B 4R T
FEEEH-2(LOXL2) S5 T Ko g i k4 kB
SRR RO L 5 R R 2R A R A
PEBL . ABFSE R ] RT-PCR # R # T LOXL2
mRNA, Tenascin-C mRNA 7E IH & 95 20 42 vp 1 3

BRI, B FER VT AR ) 5 IR 0 O R L LA
MBS 9 1 2 W BRI S 2 0 (E 12 W AR 3% .
1 #MRl5F®

Lo w0 WERATERE 2012 4F 9 H ~
2016 4F 9 A B AT AR 09 M489 4 2UbR A 35 #i,
Hop B 20 6], ot 15 6 A0 42~76 & F-3
iRy 56.3+8.9 %, Hdrmafbifm o B, K
AR 26 05 IR A - 4 TR N AR & 8 B,

 AEEEAN /968 B AR by RN BFTE 7 1 < MR bR 54 1A T L E-mail : 418079040 @qq. com,
EIEE 38 B A979—), & AR, F I B, AR5 J7 18] - JFRE R 50 1932 W7, E-mail : 407205950 @qg. com,



80 BRI R 2 2

%324 B3 2017485 H

J Mod Lab Med, Vol. 32,No. 3,May. 2017

ST TR & 20 I, A TR S8 b T Be#H 7
) 28 R HR B3 B WL A B L o 22 ), o R
13 Bl IR B & E B E LS & g
N AN R S VAN T E - N TR B 2 £
ST FECIT o D 0 BUJR) W IE H R4S 20 40 28 iR S XT
MR, Horp B 18 i), 2otk 10 i, 4R R 43~78 47,
AN 55.7+9.2 %, IrAHS AV K
PR A e 4T ¢ 0 B B A A2 DR A 12 L ) R O R IR A 2
2025 9 BUIE S TG I Jeg 240 i vt i e Ao AR . PR A
WX G PR BIFAE IS LA 25 7 R i B X (P>
0.05), AHFIE A Bi /0 B2 03 s Lo, BT A WF 5%
PO FE SN A = v

1.2 XA A=A RNA 2B 26 E Invitro-
gen A A7 i PCR ORI &R B A S B y7 H i
AR 7R lightCyceler %¢ 5% PCR X F14 H 3)
b2 &GS AT AR HE E Roche 23 R 7™ i .

1.3 BFsior ik

1.3.1 I3 CEA,CA19-9 K CA50 7K i i 1k
R CH ARG I . K FH Trizol ¥ & B 21 P ) &L
RNA,JFFESOOC R T BRI AR K 260 nm F1
280 nm Kb AW BE HME DL SGIE RNA B4l B, 2
Asgonm/ Aosonm B HLAELE 1. 7~ 2. 0 [A] U] % f& & RNA

WICA TR
13,2 51y Badt i 5 S 7« 0 2 s o IO 4% 1 98 K

BRBETT A BR A "l fe gt il S e kA7 . A
pfimer5 B T 519, Tenascin-CmRNA 1 5] )
40K i 57-CAGAAGCTGAACCGGAAGT-
TA-3’, F # 5 ’-GGCTGTTGTTGCTATG-
GCACT-3", ¥ 14 7= ¥ & 570bp; LOXL2mRNA ¥
SIS M. B F 5°-GGGTGGAGGTGTAC-
TATGATGG-3", Fiff 57- CITGCCGTAGGAG-
GAGCTG-37 . "4 7=#) 590 bp; LA B-actin 1E J N
S, H LTS R 57-CTCATTGACAATGGT-
GAT-3’, F Wi & 5’-ACCGAGCGCGGCTA-
CAGC-37. 9" 3 7= ¥ 4 410 bp., KR & ¥ 4.
RARZR K 12,5 plo W& :95°C5 min—>95C
30 s>58°C30 s>72°C45 5,30 MEH—>72°C5 min
>4 CIRAT

1.3.3 mRNA FEEME X 80 H 8 R Bk
A7 BE RS LUk L Il 2 BR AL B R G b7 T 1
mRNA B R, PL Bactin IR E RS HY),
K H LOXL2 mRNA 5 Tenascin-C mRNA % 5%
RSB AE (A Co , mRNA K3k &8 i 27293k
2.

L4 suat o ar SEIR AR N SPSS21 Siif ik
HREAT M RIE R A LR K. M OC T
#1H Pearson . DL P<<0.05 NERESHIT¥E

X
2 HR
2.1 WmAahEMmARE AN G R FE

1. JHERASX A CEA,CA199 K CA50 /K3F
Al SXT AR B EN S  EERAERITFE
Y (t+=15.88,17.52,11.79, P ¥}<C0.01) .

=1 P B R AR B R (o)

i H HHAE 88 4 ! t P
CEA(ng/mD) 17.37412.33  L27£L10  15.88 <C0.01
CA199(U/mD)  267.95+191.22  11.3045.93 1752 <0.01
CA50(U/mb) 107.27459.36  10.12£1.97 1179 <0.01

2.2 # LOXL2 mRNA #= Tenascin-C mRNA
) F ik b4 LOXL2 mRNA Fl Tenascin-C mR-
NA 7EARAE AL Ry R KB 1. 2740, 18,1, 39+
0. 19 7EX B 2H 19 3R 35 5 O 0. 20 42 0. 06, 0. 23 &=
0.06, A LHPIbR &Y R IE &S A LR
B, E R A G L (1=52.18,56.87, P
¥<20.01), mRNA HJKEILE 1,2,

(bp)
2000

1000
750

570 bp(Tenascin)

500

10 bp(B-actin)

250

100

M. DL2000; 1. BAPEXT MR ;2. TE% AR 44153, MR
B 1 ZHZ Tenascin-CmRNA FRix

M 1 2 3

(bp)
2000

1000

750
590 bp(LOXL2)

500 410 bp(B-actin)

250

100

M. DL2000; 1. BAPEXS ;2. IE# ARAS 4053, RRAS I
B2 A4 LOXL2 mRNA Rk



MRKREFRLE $32% H3W 201745 H

J Mod Lab Med, Vol

. 32,No. 3,May. 2017 81

2.3 kot IBERmAMHL LOXL2 mRNA 5
Tenascin-C mRNA ik & H A IE M X (r=
0.687, P<<0.01), A AL LOXL2 mRNA
5 Tenascin-C mRNA £E &4 95 ME CEA,
CA19-9 FI CA50 7K B A A & (r= 0. 627,
0.593, 0.607, P<C0.01), (r= 0.643, 0.610,
0.623, P<<0.01).
3 1 LOXL2 1 hy i 22 1t % Ak il 28 % 19 1 5
Z— . Hufgs 5 17 M kA LR RS
T2, Peinado 20T iy fF 95 45 SR UE B L LOXL2 f9 755
Fak MR R EAEC, EAERMNIFR LI, K
I RNAL AR TR AR 4L 20 LOXL2-shRNA
Y 2 35 5 RE U800 i R 1 A K o 2 [m] B S Ak o 4
FRLJR T B3 3 2 45 JIESE T LOXL2 (1 FE R 3%
BLEME R R A VR B ES R
BFFE 45 R B LOXL2 mRNA %35 3 5 T 4
4 (P<C0.01), #E—2F " LOXL2 mRNA #) 5
WRIKTTRES 5 T I 0 & 4 R R IR IR
P 0B EAE W AT R R R AR

Tenascin 2 4 il S 3 57 v B A R 7S B R 45
WHE S FHEA, 245 KA Tenascin-C, Te-
nascin-R, Tenascin-X, Tenascin-Y DU 5 # 44, B
FEFR M Tenascin-C 7F K& 0 04 Jiogg an 2L IR & | 45
fada e R b e Rk, LB %Y R A
SERFRE G E B PCR B R BFSY Tenascin-C mRNA
T 5P T 200 98 vh 0 26k 45 2R I8 7 I 1 T A
MudE 20 Tenascin-C mRNA [ 315 & T X B4,
T3 0BG 38 S e g 2 AUk AR A A 33 0 IR A
HERAH Tenascin i 5RO 7w, HAE 0
PR SUP R BHPE R IR 81. 8%, W& & T IEH
RS 4 R AR BF 5T 45 SR 7R . Tenascin-C mR-
NA 75 B4 H A By R b & U B3 (P<<0. 0D,
A AR, WF 98 A0 45 988 40 20 Tenascin £ IL Al GE N
JIEL A S8 1 R 1 12 D i 1 R DR B

FH O AE 43 A7t kB IE 8 R 2H 40 LOXL2 mR-
NA 5 Tenascin-C mRNA % ik & 43 5l 5 1L &
CEA,CA19-9 Fl CA50 7K FA A M, P A5 ik
Py IA W B A A G, #F — 2P I LOXL2
mRNA 5 Tenascin-C mRNA K 3£ ik 7] fig 5 4%
P )9 B AU G, 5PN 1Y K AR TR J % DA
., WA R, 18 LOXL2 mRNA 5 Tenascin-C
mRNA 3 35 7T 58 )l A B4 968 5 0 0 5 00 12 W Je
) Uy Lo B 0 R () Y AE Y A T AR AR .

S E Wk
(1] B R.5k/N3C BB R 5 HL I A AT S 2t e [ ], 79

ME P E2,2016,26(2) :222-224.

[2]

[4]

[6]

[7]

[8]

Lu Y, Zhang XW. The research progress on patho-
genesis the of bile duct cancer[ J]. Medical Journal of
National Defending Forces in Southwest, 2016, 26
(2):222-224.
BEARM IR EE. T . %. Tenascin-C £ ¥ & IH 41
Jw s v Bl R ik R LT T BUAR MR B 2. 2015, 23
(12):1714-1717.
Xue DW,Xu HH, Yu T,et al. The express and signif-
icance of Tenascin -C in renal clear cell carcinomal ] .
Journal of Modern Oncology, 2015, 23 (12) . 1714-
1717.
ARUE T S TR Oy A T A A R R -2
ST Bz o TR 225, 2016, 13(4) : 244~
248.
Li HL., Zhou YP,Zhang FF.,et al. Lysyl oxidase-like 2
protein and tumor[ ] ]. Journal of Medical Molecular
Biology.2016.13(4) : 244-248,
EWEE. T W EMNL 2 LOXL2 2 HE FL R M-
CF-7 Atz 22t 5e 1], BUAR 8 B< 2, 2015, 23 (6)
749-751.
Cao YB, Yu T, Hui LP,et al. LOXL2 promotes the
invasion of human breast cancer cell line MCF-7[]].
Journal of Modern Oncology.2015,23(6) :749-751.
Peinado H,Del Carmen Iglesias-de LLa Cruz M, Olme-
da D, et al. A molecular role for lysyl oxidase-like 2
enzme in snail regulation and tumor progression[]J].
EMBO J,2005,24(19) :3446-3458.
X WS, E A I, 2. LOXL2 Ml E-cadherin 7E
JIELAE 6 3 T 5 A% v i R 3k SRR DG HELT . B AR T
435 .2014,22(35) : 5542-5549.
Liu P, Wang JH, Jiang HB, et al. Expression of E-
cadherin and lysyl oxidase like 2 in cholangio carcino-
mal J]. World Chinese Journal of Digestology, 2014,
22(35) :5542-5549.
T B B e, R 5,45, Tenascin-C 76 A R &
JFF 440 8 4 L R R A= P g R R LT . AR R R
HR 2 (B2 2 2012,41(3) :278-283.
Yin CC, Liao XF,Chen W, et al. Role of Tenascin-C in
invasion, metastasis and angiogenesis of human hepa-
to cellular carcinomalJ]. Acta Medicine Universitatis
Scientiae Technologiae Huazhong(Medicine Edition) ,
2012,41(3):278-283.
T OMGEBRILBE R, Tenascin, CD34 7F JIH 45 9 41
U A 3 3k Rl R LT . 74 22 3858 R 2 4 (R %
J) .2006,27(1) :46-48,58.
Wang L,Dong XG, Yao J. Expression and clinical sig-
nificances of Tenascin and CD34 in human cholangio-
carcinomal J |. Journal of Xi”an Jiaotong University
(Medical Edition),2006,27(1) :46-48,58.

s BH#A:2017-02-15 & B B #1:2017-02-20



	217yj3_部分79
	217yj3_部分80
	217yj3_部分81

