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Expression of microRNA-126
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Abstract: Objective To investigate the expression and biological significance of microRNA-126 in colon cancer tissue. Meth-
ods The expression of microRNA-126 in colon cancer tissues and adjacent tissues of colon cancer patients was detected by
real-time quantitative polymerase chain reaction (RT-PCR) in 104 patients with colon cancer surgery (total of 104 pairs).
The lentiviral vector was used to construct microRNA-126 cell line,and the effects of microRNA-126 on proliferation, migra-
tion and invasion of colon cancer cells were further studied in vitro. Results The relative expression of microRNA-126 in co-
lon cancer tissues (0. 6370. 11) was significantly lower than that in adjacent tissues (1. 08+0. 15) ,the difference was sta-
tistically significant(t=14. 561, P<(0. 01). The positive rate of microRNA-126 expression in colon cancer tissues (61.5%)
was significantly lower than that in adjacent cancer tissues (86.5%) the difference was statistically significant(y*=16. 908,
P<0. 05). The expression of microRNA-126 was significantly correlated with Dukes stage.depth of invasion,lymph node
metastasis and distant metastasis ( P<<0. 05). In the Transwell experiment with matrix glue,the number of cell migration in
transfection group (11.26+4. 85) was significantly lower than that in blank control group (264. 37432. 15) , the difference
was statistically significant (t=23. 418, P<C0.01). In the Transwell experiment without matrix glue.the number of cell mi-
gration in transfection group (83. 754 13. 74) was significantly lower than that in blank control group (339. 64=+26. 38) , the
difference was statistically significant(¢t=12. 682, P<C0. 01). MicroRNA-126 could inhibit the proliferation and invasion of
SW480 cells. Conclusion MicroRNA-126 can significantly inhibit the development of colon cancer cells and affect the bio-
logical behavior of colon cancer cells.
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