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Abstract: Type 2 diabetes mellitus is a metabolic disorder characterized by hyperglycemia caused by multifactors. The inci-

dence of type 2 diabetes is gradually increased. Its prevention and treatment are paid more and more attention. Intestinal flora

is one of the hot spots in recent years. A large number of studies have shown that intestinal flora is closely related to the oc-

currence and treatment of type 2 diabetes mellitus. Intestinal flora is expected to be a new direction for the improvement and

treatment of type 2 diabetes mellitus. In this paper, the relationship between type 2 diabetes and intestinal microflora in re-

cent years.pathogenesis and treatment were summarized.
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