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Abstract: Objective
probe quantitative PCR method targeting toxR gene. Methods

To establish a method for the identification of Vibrio parahaemolyticus based on Tagman-fluorescence
Taking the standard strain of Vibrio parahaemolyticus
(VP]JS421) and other ommon pathogenic bacteria’ standard strain as the research object, using the bio-software to design
specific PCR primers and Taqman probe of Vibrio parahaemolyticus toxR gene and detected by fluorescence quantitative
PCR instrument. Results (DThe designed primers could amplify specific bands. @ The amplification efficiency of the 0.5 pl
probe in the amplification system was better than that of the 1. 0 pul probe. @ The detection sensitivity of toxR gene of Vibrio
parahaemolyticus by Tagman fluorescence quantitative PCR was 10" mg/L. @ The detection method did not show positive
amplification in detection of Enterococcus faecalis, Staphylococcus aureus, Saprophytic staphylococcus, Enterobacter hor
maechei s Pseudomonas aeruginosas Escherichia colisVibrio alginolyticus, Vibrio vulnficus, Vibrio melschnikovii and Vibrio
furnissii 10 other common pathogenic bacteria. The specificity was 100%. Conlusion The fluorescence quantitative PCR
method for the identification of Vibrio parahaemolyticus was successfully established. The method was sensitivty and speci-
ficity,and it is suitable for rapid detection of Vibrio parahaemolyticus and has a good application value.

tagman fluorescence probe;fluorescence quantitative PCR; vibrio parahaemolyticus;toxR gene
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