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Application of Noninvasive Prenatal Testing
in the Screening of Chromosome Abnormality
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to Fujian Medical University, Fujian Ningde 355000, China)

Abstract: Objective To explore the clinical application value of noninvasive prenatal testing(NIPT) in the screening of chro-
mosome abnormality. Methods From April 2016 to April 2018,a total of 6 357 cases of single pregnant women undergoing
NIPT in Mindong Hospital were selected. They were divided into early-pregnancy group, mid-pregnancy group and later-
pregnancy group by gestational age. They also were divided into advanced maternal age group and non-advanced maternal age
group. The non-advanced maternal age group was secondly divided into high risk group, critical risk group.single index or
MOM anomaly group about Down’s syndrome screening, soft indexes anomaly group about ultrasonic diagnosis and pre-
ferred alternative group by reasons for application of NIPT. The pregnant women with high-risk NIPT results were sugges-
ted amniotic fluid puncture for karyotype analysis. Results (D76 pregnant women were found with high-risk NIPT results.
The positive rate was 2.17% in early-pregnancy group, 1.23% in mid-pregnancy group and 0.70% in later-pregnancy
group. They didn’t have statistic significance (y* =2.265~6.052, P>>0.05). @A total of 6 537 cases were divided by age
and reason for application of NIPT. The positive rate were 1.45%,0.97%,0.60%.1.29% and 1.15% respectively. They
didn’t have statistic significance (¥* =0.017~1.809, P>>0.05). @ Among 76 pregnant women with high-risk NIPT re-
sults,64 cases underwent amniotic fluid puncture for karyotype analysis. The diagnosis rate of T21,T18 and T13 were 90 % ,
100% and 100% respectively. The positive predictive values of T21,T18 and T13 were 88. 9% .88. 9% and 50 % . respective-
ly. The diagnosis rate of sex chromosome abnormality was 83. 9% , the coincidence rate was 61. 5% , the diagnosis rate of
other chromosome abnormality was 58. 3% ,the coincidence rate was 0, Conclusion (D The positive rates didn’t have sig-

nificant difference among different pregnancy duration,so pregnant woman after 12 weeks can do NIPT as early as possible
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for striving more time for subsequent interventional diagnosis. @ The positive rates didn’t have significant difference among

different groups divided by reasons for application of NIPT,so pregnant women with advanced age or missing Down’s syn-

drome screening can do NIPT as the first chioce for screening fetal chromosomal abnormality. The pregnant women with

high risk, critical risk and single in dex or MOM anomaly in Down’s syndrome screening select NIPT as second-line screen-

ing to avoiding unnecessary puncture. @ NIPT not only have high specificity and sensitivity in screening of T21 and T18,but

also have certain indicative for T13 and sex chromosome abnormality. NIPT can be a powerful and reliable supplementary

means in screening fetal chromosomal abnormality.
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