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LU Rong-zhong' , XU Xiao-song?, SUN Ke-tao'
(1. Central Hospital of Zibo, Shandong Zibo 255031, China;
2. Shandong Baifu Gene Technology Co. , Ltd, Shandong Zibo 255000, China)

Abstract: Objective To detect and analyze the NEMO sequence of a pigmented incontinence family by PCR method across
the break point. Methods The clinical symptoms and family history of the family members were collected,and the peripheral
blood DNA was extracted. The specific deletion of NEMO gene or delta NEMO pseudogenes was amplified by PCR method
across the break point,and analyzed by agarose gel electrophoresis and sequencing analysis, the same analysis was performed
on a healthy control who was not related to the family. Results 2.5 year old proband and her mother, grandmother, there
were NEMO gene deletion of exon 4-10, other family members and non-blood healthy control were not detected in the ab-
sence of NEMO. All family members and non-blood healthy control were not detectedin the absence of ANEMO. Conclusion

The deletion of exon 4-10 of NEMO gene is the mutation of the pathogenetic gene of the precursor. The PCR method
across the break point can be used to detect the mutation of NEMO gene of pigment incontinence, which has certain value of
promotion and application.
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