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Detection of Serum miR-765 and miR-200b Levels in Breast
Cancer Patients and Its Correlation with Clinicopathology

HONG Hong, YUAN Jian-fen, YU Hai-zhong (Department of Clinical Laboratory .,
Nantong Hospital of Traditional Chinese Medicine, Jiangsu Nantong 226001, China)

Abstract: Objective To explore the relative expression of serum miR-765 and miR-200b in breast carcinoma patients and its
clinical value. Methods 58 cases of patients with breast cancer,28 cases of patients with benign breast disease and 30 cases
of healthy individuals were selected. The expression levels of serum miR-765 and miR-200b were determined by fluorescence
quantitative PCR. The diagnostic value were evaluated,and the correlation between miRNAs expression and clinicopathologi-
cal features of breast cancer were analyzed. Result The relative expression levels of miR-765 and miR-200b in breast carci-
noma patients were significantly lower than those in benign breast disease (t=3. 955,2. 657, P<Z0. 05) and healthy controls
(t=4.465,3.518, P<C0. 05). ROC curve analysis showed that,in the diagnosis of breast cancer, AUC value of miR-765 was
0. 843 (95%CI:0.767~0. 919) , AUC value of miR-200b was 0. 897 (95%C1:0837~0. 957) , AUC value of miR-765 com-
bined with miR-200b in the diagnosis of breast was 0. 952 (95 %CI:0. 941~0. 990) , which was better than a single detector
miR-765 or miR-200b. In the cancer patients,low miR-765 relative expression was significantly correlated to advanced clini-
cal stage ((=3. 222, P<C0.05) ,and low miR-200b relative expression was significantly correlated to advanced clinical stage
(t=1. 855, P<<0.05) and lymph node metastasis (t=3. 987, P<C0. 05). Conclusion Levels of miR-765 and miR-200b in se-
rum of breast carcinoma patients were reduced significantly,and had a significant correlation with the clinicopathological fea-
tures of breast cancer. There is a high clinical value of combed detection of miR-765 with miR-200b to breast cancer.
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1 AWGa By w112 2L M g B & 58 Bl (FL IR 48D L 7
B4R 48. 207, 1 % 5 FUIR BRSO B3 28 4] (31
Ji RS 4D . B A L IR T A AR L M 2R K
FLICRE CE AR 47, 44+6.2 %, LRI E
Tk AR 2 S LA Ay mOR S5 e BLY) R 62 i IR
FRGORLSE R H I Lok, 53 HL 30 461 £t A 45
WA Sy xof BREH T HEBR IR Lol 45 R L 1 55 5
SRR 48. 77,2 % . FEAEFR RN 2SS
RG24  X (P>0. 05) , A 7] Fo

1.2 X7 f4L %  Cobas z 480 %t PCR XK H
Jii 1 Roche 24 B (#977 fh s RNA 42 B JH 36 [ In-
vitroge 24w {9 7 il » PCR 5 43 5 fff ] TagMan
MicroRNA RT kit i ] &, TagMan MicroRNA
assay F QuantiTect SYBR® Green PCR Kits,

L3 ik ar R AR BB R S A R A AG: 3 2
ki 3 ml, # % 30 min,1 500 g .0 15 min 4%
B, LW T EP B —T70°CRAFEH. RNA
PR Trizol w6, #% il 0 & B2 AE AW #E 17, H
AN EE I E 260 nm 1 280 nm K T )
B FEAE A Avsonmnzsonn TE 1. 8~2. 2 [HIN N B 45
RNA %W JC 4% Bt , v] #F 17 RNA 3 5% 5%, R 4
TagMan MicroRNA RT kit #:4E UGB 3k 4T RT-
PCR.AE B cDNA 8 T —70°C R 47, LLSEf 58
J6iE &t PCR AT 40 R 97 14 )2 i, U6 g N 2,
miR-765 JZ W & & TagMan MicroRNA assay
T : cDNA 1 pl.2XMaster mix 10 pul,PCR primer
0.5 pul,20XSYBRI 1 pl,H,O 7.5 pl,jj\: 20 pl; U6
K& % PCR primer, H,O & 8 pl, I %

14 .95°C 10 min—=>95°C 15 s—=>60°C 30 s,70°C 90 s
Ao NMER I E 1 A3 . miR-200b W
K& QuantiTect SYBR® Green PCR Kits U F .
cDNA 2 pl, 2 X QuantiTect SYBR Green PCR
Master mix 10 pl, 10 X miScript Universal primer
2 pl, 10X miScript primer assay 2 pl, H;O 4 pl, 3
20 pl; U6 KR [F b, W & F:95°C 15 min—
94°C15 s>55°C30 s,70°C 30 s(40 NMEFF) v ith
g1 AMER, H 22 IR miR-765,miR-200b
YA F R g

.4 it 5 b7 DL SPSS13. 0 4otk 4 o b7 %
¥, i Kolmogorov-Smirnov Z i 4 3 47 1E 2% 14 f6r
95, 0 R AR E 22 (4 o Fon, LA R A
FT7 22538 I LL B g K3 (SNK %) P 57
FEA B ¢ K 56, 4T Logistic 103 32 %] ROC Hi
%k ,GraphPad prism 7.0 82K, L P<<0.05
RESHGIAE L,

2 HR

2.1 AREIAN & F miRNA 4835 & ik K b4
W2 1, FLIRIE 4 17 miR-765 F1 miR-200b ) AH
XA W EM T AR WA (1= 3. 955,
2.657, P<C0.05) , JRAK F i e %k B4 (1= 4. 465,
3.518, P<C0.05); FL MR R %% 4l miR-765 #
miR-200b BYAHXT 3 15 £ 349 WG T 4t B Xt BE4H L 7
H miR-765 Rk ZE R A G E X (1=0.872, P
<<0.05), miR-200b XK EF LA IT = E L (1=
3.253,P>0.05),

*x1 AEABE MFE miRNA BT RIEKFLE (2= 5)
L A (n=58) FUIR BAEREA (n=28) RN R 41 (n=30)
miR-765 0.1990. 080 0. 28140. 067 0.33140. 051
miR-200b 0.461+0.173 0.752+0. 196 0. 78740. 105

2.2 2 iF miR-765 #= miR-200b #9 Logistic & )2
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200b, 15 B A K i 5 B AE & Y (miR-765& miR-
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200b)=9. 923X, +19. 901 X, . 3 3 #1750 v (%) 4 2%
fE kA1 ROC #h£k Ay AUC & 0. 952, R
Tl S R A

&2 miR-765 5 miR-200b 183 ik 8 800 5 Bk & 46 U x4 2L AR 8 B9 12 B 7 1
i AR AUC(95%CD Pl RYED  RRED
miR-765 0.253 0. 843(0. 767~0. 919) <0.05 87.9 81.0
miR-200b 0.568 0. 897(0. 837~0. 957) <0.05 94.8 .1
miR-765&:miR-200b 0. 952(0. 941~0. 990) <0.05 89.7 93.1

2.3 miR-765,miR-200b & 48 xf & &2 & 5 SUME J&
Vo JRogm 2 AF ARG & 20 DLER 3, miR-765 fEFL IR
SRR EME PR LRSS BB AER RNk

B EE RS M I 2 Z K (ER) L 22 i & Z 4K (PR) Al
Cerb-B-2 ¥JJCHH I #H 3¢ (+=0. 548,0. 475, 2. 653,
0.302,0.418,2.014,¥) P>0.05), H 5 TNM 4y
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HAAH 2 (t=3. 222, P<C0. 05) ; 1fii miR-200b 7£ 3. i
Jei FRCE LTS ) 2R R IR 5 R RO AR IS L R R/
W E Z R (ER) VI E Z K (PR) AT Cerb-B-2

JC A A 56 (= 2.367,1.939, 0.7773, 0.519,
2.301,% P<C0.05),5 TNM 4 . Ik B2 45 4% 2 W
B (t=1. 855,3. 987,35 P<C0.05).

x®3 miR-765,miR-200b MAAX RIZE 5 ZL R E G R R EEFFIER KX R (n=58)

I PR B n miR-765 HI% Fik i t{H Pfg miR-200b H% % ik tfg P

) <48 21 0.20740. 088 0. 548 0. 261 0.5290. 183 2. 367 0.328
>48 37 0.19540. 077 0.42240. 157

JE K/ Cem) <2 13 0. 20840. 092 0. 475 0.191 0.54140. 163 1.939 0. 939
>2 45 0.19640.078 0.43740. 170

etz = 20 0. 1620. 069 2.653 0.159 0.349£0. 118 3.987 0.015
# 38 0.21840. 080 0.51940. 169

TNM 43401 I. I 42 0.218=+0. 083 3.222 0.029 0.48640. 184 1.855 0.026
I 16 0. 14840. 046 0.39340. 121

ER Pt 40 0.19740. 087 0.302 0.088 0.47240. 181 0.773 0.238
il 18 0. 20410. 065 0. 43440. 156

PR iK¢3 39 0.20240. 086 0.418 0.277 0.45240.173 0.519 0.975
Bt 19 0.19340.070 0.47840. 176

Cerb-B-2 FfE: 24 0.17440. 091 2.014 0.122 0.52140. 178 2.301 0.321
Bt 34 0.21630. 068 0.41840. 158
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Wi | 8 A5 7 T 04 R R B R OR O 2 X i v TR R
RUZIT BA EHEE X, I3 miR-765 £ il X} FL AR
P B2 W7 B B — 5 B A A A AR T AT LA A
AR B R R RIS W ke AT
ARWEGE K& B, FLME I B E IE P miR-765 5
miR-200b &K /K - 1 2 FEAR , 32 7 H il v 7K P AIK
FIRTTREAE R FLIR I 2 W W e AR AR s . i
— 3 PE A miRNA-765 Fll miRNA-200b % ik % #,
B 2 Wi A, 0 7 T 5 miR-765 5 miR-
200b 1 W0 & BE A K 9 ROC |l &, & B I 7
miR-765 5 miR-200b Y&k X 2L g 012 b LA
A AUC B . 48918 0. 843,0. 897 s B4 6 I 4
AUCHEH 0. 952, & F 5. — i ] miR-765 2 miR-
200b 3k 12 Wi ZL IR & . PR MK I B, miR-765 5
miR-200 X 7L Mg 98 19 12 W SRR B A, o B
87.9%,94. 8% MHAEF FE AL 4350 81.0%,
T4 100, P A R I R R v T 0 2L g 12 W Y
FESBE(93. 1%, Pi#E 5 HuiHESE A £ ) miR-

21 75 FLAR A U 0L P 9 3R 3K (ROC il 487 1 1
0. 828 AU VR 57 BE 73l S 80 96l 70 05) A
PR, i — 2B 4 BT, FL R FE 3 1LY T miR-
765 Al miR-200b F KKV 5l PR A BEAF AR 56
KB, TNM 43 158 5 W miR-765 Fl miR-200b #%
TR ARV A L 3275 I 25 TT REAE g 0988 56 X 2 5 3L I
I 10 J 5 G A AR 2 25 5 B 2 miR-200b R IKAK T
ok B 255585 8 miR-200b Ik % 1k 7] REAE i
FUIRER (R B AT . M R85 B R AR I i
i R/ JER 3K (PR &1k K Cerb-B-2 A ToHH K
P, #2778 miR-765 Fl miR-200b F ik A 5 Z K H
F AR SR LRI RIS W AN S DAL 0T TE AR
HBY . BES TR, 2RO R 2 B R
KRR R 2E . P BB A I AR I T R
X B R S A TR
25 bk, FUO e B ME miR-765 45 miR-
200b [y FRIK I T U L 6 G A I X LR g Y 12 Tk B
AT AE B9 s PR I A AT AR i PR b —Ff il By 12
W 8 5 v L 5 I PR BRI B A — E B AR G L AT
FHF 1 VA
S 230k
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