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Abstract: Objective

from hospitals in Zhejiang by performing multi-locus sequence typing (MLST) analysis on Enterococcus faecalis. Methods

To determine the correlation between molecular typing and drug resistance of Enterococcus [aecalis

A total of 74 clinical Enterococcus faecalis were obtained from hospitals in Zhejiang Province from January to August 2018.
Molecular genotyping was performed by Multi-locus sequence typing (MLST) based on comparison of internal fragment se-
quences of 7 Enterococcus faecalis housekeeping gene. Meanwhile, the drug susceptibility tests of the 74 strains were deter-
mined according to CLSI standards.and the correlation between STs and drug resistance was analyzed. Results 74 strains
were divided into 20 sequence types (ST),including 3 new STs. The dominant STs in Zhejiang were ST16 and ST179,both
belonging to the CC16 clonal complex. CC16 accounts for more than 55% of all strains, with ST16 covering 28. 38% and
ST179 covering 27. 03% »respectively. The next dominant STs were ST4 and ST6.each containing 6 strains (8.11%). The
drug susceptibility results showed that Enterococcus faecalis was most resistant to tetracycline and erythromycin,and the
drug-resistant rates were 89. 2% and 73 % .respectively. Resistance to these two drugs were observed in different STs. The
resistance spectrums of ST179 and ST16 were similar except that ST179 was all sensitive to rifampin, whilst ST16 was part-
ly resistant to rifampicin (33.3%). ST6 was found 100% resistant to tetracycline,quinolones and Gentamycin of high con-
centration. Finally,the only ST that was resistant to penicillin was ST4 (50%). Conclusion At present.the isolates of En-
terococcus faecalis in Zhejiang Province are mainly CC16 (including ST16 and ST179) clones. Different STs strains may have
certain correlation with drug resistance,which still needs to be further verified.
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