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Comparative Analysis of MTHFR Gene Polymorphisms
in Women of Childbearing Age in Yan’an Area of Shaanxi Province
and Related Reports in Many Regions in China
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Abstract: Objective To analyze the gene polymorphisms of 5,10-methylenetetrahydrofolate reductase (MTHFR) ,a key en-
zyme in folate metabolism,and its genetic distribution in women of childbearing age in Yan’an area. Methods A total of 1
508 women of childbearing age in Yan’an Second Medical Group were selected as the study subjects. Their MTHFR C677T
and MTHFR A1298C gene locus polymorphisms were analyzed by fluorescent quantitative PCR and analyzed. Regional poly-
morphism distribution characteristics of the genes,and compared with related reports in various regions of China. Results
The gene expression pattern of folicacid metabolizing enzyme was 22. 5% for women of reproductive age in Yan’an and
50. 7% for weaker. 26. 8% of the phenotypes were weak. The frequencies of CC,CT and TT genes of MTHFR 677 in Yan’
an were 24. 7% ,48. 6% and 26. 7% , respectively. The frequencies of AA, AC and CC genes in 1 2908 MTHFR sites in Yan’
an were 71.0%,26.7% and 2. 3%, respectively. There was a statistically significant difference in gene distribution among
Xiangtan, Wuhan and Nanning.etc ( P<(0.05). The distribution of the alleles MTHFR C677T and A1298C was similar to
that of their genotypes. Conclusion The polymorphism of MTHFR gene in women of childbearing age in Yan’an Area in
Shaanxi Province was dominated by the genotype (MTHFR C677T/A1298C) CT/AA type,and the pure mutation of MTH-
FR C67T TT showed a trend of high North and low South,and the gene frequency of allele T also showed a trend of decrea-
sing with the decrease of latitude.
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