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Abstract: Objective To investigate the distribution of Cytochrome P450 2C19 (CYP2C19) gene polymorphism in Han pa-
tients with coronary heart disease (CHD) in Shenyang. Methods The genotype of CYP2C19 related to clopidogrel metabolic
was detected by polymerase chain reaction microarray hybridization in 2 748 Han patients with coronary heart disease admit-
ted to the Northern Theater Command General Hospital from January 2016 to January 2018. The patients were grouped ac-
cording to gender and age. Chi-square test was adopted to analysis the six differences of CYP2C19 genotypes,allele distribu-
tion of * 2 and * 3 in different age and sex CHD patients. Results The frequencies of CYP2C19 x 1/ % 1,CYP2C19 * 1/ %
2,CYP2C19 % 1/ % 3,CYP2C19 * 2/ % 2,CYP2C19 % 3/ % 3 and CYP2C19 * 2/ * 3 in Han patients with coronary heart dis-
ease in Shenyang,China were 41.7%,39.3%.5.8%,9.8%,0.4% and 3.0% respectively, the frequencies of CYP2C19 * 2
and CYP2C19 # 3 alleles were 31. 0% and 4. 8% respectively, extensive metabolizers (EM) ,intermediate metabolizers (IM)
and poor metabolizers (PM) were 41.7%,45.1% and 13.2% respectively in Han patients with CHD in Shenyang. There
was no statistically significant in the distribution of CYP2C19 * 2 and * 3 alleles, clopidogrel metabolic type and CYP2C19
genotypes among patients of different gender with coronary heart disease (y*=0. 032~9. 205,all P>>0. 05). There was sta-
tistically significant in the distribution of CYP2C19 * 2, * 3 allele and CYP2C19 genotypes in patients of different ages with
coronary heart disease was significantly different according to age groups <<45y,45~59y,60~75y and >75y (y*=17.718
~48.772,all P<0.001). There was no statistically significant in the distribution of patients and clopidogrel metabolic type
in patients with coronary heart disease at different ages (¥ =4. 442, P=0.617). Conclusion The distribution of CYP2C19
* 2, % 3 alleles and 6 genotypes of CYP2C19 in CHD patients of Han nationality in Shenyang area was related with age,

and not related with gender.
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