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Abstract: Objective To investigate the distribution of A;B subtype individuals and their molecular characteristic in Tangs-
han Region of Hebei Province. Methods The individuals with AB phenotype were collected in outpatients,in-patients, emer-
gency department and physical examination department from November 2017 to March 2018. A, B phenotype was screened
with Anti-Al. Then the exon 6 to 7 of ABO in the A:B phenotype individuals was amplified by polymerase chain reaction
and sequenced bidirectionally with Sanger method. Results A;B phenotypic specimens were found in 12 out of 535 AB phe-
notype individuals (2. 24%). The sequence results were showed that genotypes of 2 individuals were ABO * A2. 01/ABO *
B. 01,6 were ABO * A2.05/ABO * B.01, 1 was ABO * BA. 02/ABO * O.01.02, and 3 were ABO * Al.02/ABO *
B. 01. The frequency of ABO % A2. 05 allele was 0. 56 % and ABO * A2. 01 was 0.19% in the Tangshan population. Conclu-
sion There was a certain proportion of A:B subtypes in Tangshan Region of Hebei Province,and its molecular mechanism
was heterogeneous. Testing A;B subtype before transfusion can improve the safety of blood transfusion.
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