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Abstract: Objective To map the characteristics of drug genotypes and metabolic phenotypes in Chinese Han patients with
severe mental illness in Zhongshan city. Methods 155 patients with severe mental illnesses were randomly involved and phe-
notypic analysis for drug genotypes and metabolic phenotypes based on exfoliated cells from patients’cheek were determined
by time-of-flight mass spectrometry. The frequencies of individual genotype were calculated and the genetic characteristics
were compared in the diagnosis-specific groups,including schizophrenia group (A) .mood disorder group (B) and other men-
tal illnesses group (C). Results The frequencies of intermediate homozygous in CYP2D6,CYP2C19 and NATZ2, were mostly
found in 50. 9% ,52. 9% and 48. 4% respectively. Frequency of widely metabolic phenotype were found at CYP3A4 genes
predominately (100%). There were two phenotypes in CYP1A2, namely, ultrafast metabolic type (50.3%) and extensive
metabolic type (49.7%). Most of homozygousgenotypes were identified in CYP3A5, UGT2B15, UGT2B7 and FKBP5 with
frequencies of 51. 6% ,45.8%,53. 6% and 54. 9% respectively. The frequencies of wild homozygotes in MC4R and DRD2
genotypes were 61. 9% and 51. 0% respectively. There were the most mutation heterozygosity frequencies in HTR2A and
HTR2C genotypes. which were 47.1% and 99. 4% respectively. Metabolic phenotype comparison among the three groups
showed significant differences in CYP2C19 slow metabolic type, NAT2 slow metabolic type (y*=6.452~12.054,all P<<
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0. 05). Genotype comparison among the three groups showed significant differences in CYP3A5 wild homozygous type,

UGT2B15 mutation heterozygous type, MCAR mutation heterozygous type and wild homozygous type (¥ =5. 907~12. 40,

all P<<0. 05). Conclusion The intermediate homozygous and homozygous genotype are main characteristics for either drug

genotypes or metabolic phenotypes for Chinese Han patients with severe mental illnesses at Zhongshan city.
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