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to Survival and Prognosis in Patients with Hepatocellular Carcinoma

WU Liang-yin*, L1 Wen-1i",LIU Jun® (a. Department of Clinical Laboratory;b. Reproductive
Center, Northern Guangdong People’ s Hospital , Guangdong Shaoguan 512025, China)

Abstract: Objective The cancer genome atlas (TCGA) database was used to construct a long-chain non-coding RNA (Ln-
cRNA) screening model related to survival and prognosis of patients with hepatocellular carcinoma (HCC) by bioinformatics
method. The LncRNA related to diagnosis and prognosis of HCC was established, which provided a new research idea for the
occurrence . development and prognosis of HCC and was expected to become a new therapeutic target. Methods RNA ex-
pression profiles and clinical data of 424 patients with hepatocellular carcinoma (HCC) were downloaded from the cancer
gene map (TCGA) database,including 374 tumors and 50 normal controls. LncRNA differentially expressed in normal tis-
sues and hepatocellular carcinoma tissues was obtained by edgeR package of R language,and L.LncRNA related to prognosis
was screened by single factor Cox regression analysis. LncRNA model related to prognosis of hepatocellular carcinoma was
established by lasso regression and multivariate regression analysis. The working characteristic curve of subjects was drawn
to verify the reliability of the model. Results 899 LLncRNAs related to survival and prognosis were screened out by single
factor survival analysis in TCGA database. Five LncRNAs most significantly related to survival and prognosis were screened
by multi-factor Cox regression. A prognostic model of hepatocellular carcinoma was constructed. The area under the curve of
the working characteristic curve of the subjects showed that the model was very accurate in evaluating the three-year and
five-year survival rates of hepatocellular carcinoma. Sex may be a key gene in the occurrence and development of hepatocellu-
lar carcinoma, providing research direction and basis for later clinical and animal experiments. Conclusion Five LncRNAs
were identified to be significantly associated with survival and prognosis in HCC, including BSGALT5-AS, KC877982. 1,
MIR7-3]G,PGM5P3-AS1 and TBX5-AS1 (P<C0. 01). The expression characteristics of LncRNA had a high correlation with
the survival risk of patients. The combined detection of these five LncRNA can accurately predict the 3-year and 5-year sur-
vival rates of patients with hepatocellular carcinoma.
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