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Epidemiological Study and Homology Analysis of Carbapenem-Resistant
Klebsiella Pneumoniae in Intensive Care Unit Patients
ZHOU Chao-qiong* , DENG Jin?,LIU Xiang' ,KONG Li-rui' [1. Department of Clinical
Laboratory, Chinese Medicine Hospital of Pidu (the Third Af filiated Hospital of Chengdu
Univisity of Traditional Chinese Medicine) , Chengdu 611730, China;2. Department
of Clinical Laboratory,West China Hospital of Sichuan University, Chengdu 610041, China]
Abstract: Objective

(CRKP) isolated from intensive care unit patients.and provide reference for clinical treatment and monitoring. Methods A

To investigate the epidemiological investigation of carbapenem-resistant Klebsiella pneumoniae

total of 24 specimens from the intensive care unit of the Chinese Medicine Hospital of Pidu in Chengdu, from January 2018 to
January 2019, the isolated CRKP was subjected to a automatic bacterial biochemical identification drug sensitivity analysis.,
and the strains were compared by pulsed gel electrophoresis DNA fingerprinting to determine the homology of the strain. At
In this study, patients with CRKP accounted for 58. 3% of

lower respiratory tract infections,and patients with CRKP only had a resistance rate of less than 30% for polymyxin B, and

the same time,combined with clinical data for analysis. Results

100% for the remaining drugs. One case of CRKP was infected with infected patients,accounting for 4. 17%. 23 cases of in-
fected patients in the hospital accounted for 95. 83% .and 24 patients with CRKP infection died (54. 2%). The strains were
aligned by pulse gel electrophoresis DNA fingerprinting. 24 cases of CRKP strains had strong genetic relationship. Only a
few strains were unrelated or had poor genetic relationship. Conclusion The main infection site of patients with CRKP in-
fection was lower respiratory tract infection in this hospital,drug sensitivity was very poor,nosocomial infection was serious,
strain homology was strong,treatment was difficult.and mortality was extremely high.
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