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Establishment of the Rapid Detection Method Targeting to GyrB Gene of
Vibrio Parahaemolyticus Based on LAMP Technology
CHEN Chang-guo, CHEN Qiu-yuan, HOU Bing-bing, LIU Xin-ping, DONG You-you

( Department of Clinical Laboratory, the Six Medical Center of PLA General Hospital, Beijing 100048, China)
Abstract: Objective To establish a rapid method for the detection of Vibrio alginolyticus by loop mediated isothermal
amplification ( LAMP ) . Methods Taking the Vibrio alginolyticus ( ATCC-17749 ) and Vibrio alginolyticus (WT ) as the
research object, designing of LAMP primers for the gyrB gene by online biology software ( http://primerexplorer.jp/e/) ,
isothermal amplification was carried out in a constant temperature water bath, and the reaction conditions were optimized, and
established a quick test response system. Results (1) The results of 2g/dl gel electrophoresis showed that the imaging effect of
the amplified products was obviously higher than that of 60°C , 62°C and 63 °C at the reaction temperature of 61°C . (2 There
was no significant difference in gel electrophoresis effect at 60 min and 90 min at 61°C , and the reaction time was 60 min, which
could meet the need of amplification. (3 There was no positive band in isothermal amplification of 6 other common clinical
pathogenic bacteria using the same system, suggesting that the specificity of the whole system was good. @ Template dilution
method was used to verify the sensitivity of the LAMP system for detection of 10 mg/L. Conlusion A rapid detection method
for gyrB gene of Vibrio alginolyticus based on LAMP technology was established, which has good specificity and sensitivity, and
has important significance for rapid detection of Vibrio alginolyticus.
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VA BRI — Pl e DL B g S P 22 ER I, R A, TREI TS ELEE s B AR A 7 T EL,

AR s N AT YE )z A A T K R
NIERL , BB SN T T 7 3%
5 B Miyamoto 78 1961 4Efv 4%, HA W)~ Rk
SR MO A BRI AL, J&K A Sk s
B B IRz — U BeAh, W EEIE ANH 25
RPN M, g UG . B EE M

HEEWH: ENEURIIESTE, 4i'5: BHI14J005,

R I M DI GME RES A B ) P 9 3 2 I
22—, FAE BT AHCHITE H 4552 B FL

11]
o

HET, o342 s s w0 A 16s
rRNA FE[H | colH F[A . dnaJ40 FE[A L)L K hsp60 %
P45 1 AR 165 IRNA LA 7 T R G4 E

EEET: PREE (1979-) . F, Wit, BIEERN, #5075 Ie R, WA FRI77%, E-mail:1234_chen@sina.com.



WACK IR St 4534 % 6 20194E 11 A T Mod Lab Med, Vol. 34, No. 6, Nove. 2019 7

By “GehrifE” |, (HHGHE FA L BEARSE AR T IX 2
AR, T IE TR L EKSE R % 1P gyrB
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