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Polymorphism of UGT1A1:+28 Gene in Han Patients with
Colorectal Cancer in China
TENG Xiang-yun, WANG Xin-meng, LIU Wei, FAN Hui, LI Qi

(Changsha Sanji Biotechnology Co. Lid., Changsha 410205, China)

Abstract:Objective To investigate the distribution of UGT1A1%*28 gene polymorphism in patients with colorectal cancer
in Han population. Methods Blood samples from 505 Han patients with colorectal cancer from 2016 to 2017 in cooperative
medical institutions were collected, the UGT1A1#28 genotype was detected by pyrosequencing, and the groups were divided
according to gender, age and regional factors. The distribution of UGT1A1%28 genotypes and alleles in colorectal cancer patients
were statistically analyzed. Results In 505 cases of colorectal cancer, the TA6/TA6, TA6/TA7 and TA7/TA7 frequencies
of UGT1A1%*28 were 74.26%, 22.97% and 2.77%, respectively. There was no statistically significant in the distribution of
UGT1A1%28 genotypes among patients of different genders with colorectal cancer (y’=3.276, P > 0.05). According to age
grouping < 44y, 45~59y, 60~74y and 75~89 vy, the distribution of UGT1A1%28 genotypes in patients of different ages with
colorectal cancer was no statistically significant (2 > 0.05). According to the regional grouping of Shandong, Liaoning, Jiangsu,
Shanghai and Gansu, the distribution of UGT1A1%*28 genotypes in patients of different regions with colorectal cancer was no
statistically significant (2 > 0.05) . Conclusion ~ The UGT1A1#28 gene polymorphism in Chinese Han colorectal cancer
patients was mainly TA6/TA6, and the three genotype distributions of UGT1A1%28 were not related to gender, age stratification
and regional differences in Chinese Han colorectal cancer patients.

Keywords: colorectal cancer; uridine diphosphate-glucuronosyltransferase IA1 (uGT1A1 ) ; gene polymorphism
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