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Relationship Study between Nasopharyngeal Bacterial Community and
Uupper Respiratory Infection and Acute Sinusitis in Pre-school Children
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(1. Department of Paediatrics, Lintong District People’s Hospital of Xi’an, Xi’an 710600, China;
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Abstract: Objective To study the distribution and influencing factors of the nasopharyngeal bacterial community and its
relationship with upper respiratory infection and acute sinusitis in pre-school children. Methods A total of 94 pre-school
children were selected as research objects and collected demographic information, medical history and exposure history.
baseline, four seasons, nasopharyngeal bacterial community of upper respiratory infection and acute sinusitis were sampled.
The relationship between nasopharyngeal bacterial community, upper respiratory infection and acute sinusitis were tested by
bacterial culture method. Results The mainly distribution of nasopharyngeal bacterial community in preschool children was
Streptococcus, Neisseria, Haemophilus and Moraxella, and its influencing factors were seasons (r2=0.137, P<0.01), acute
sinusitis infection history (72=0.070, 2 <0.01), coronavirus infection history (r?=0.048, P<0.05) and smokers at home (r ?=0.048,
P<0.05). Nasopharyngeal bacterial community was negatively correlated with the number of upper respiratory infection (#=6.579,
P=0.002). Compared with the uninfected children, the number of bacterial community of initial infection within 60 days
decreased. Acute sinusitis significantly reduced the number of nasopharyngeal bacterial community (£<0.05). Conclusion The
number of bacterial community was correlated with upper respiratory infection and acute sinusitis in healthy pre-school children.
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