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Preliminary Study on Pathogenic Bacteria in Bile and Blood Culture of
Patients with Biliary Tract Infection
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Abstract: Objective To explore the concordance of main pathogenic bacteria in bile and blood of patients with biliary tract
infection. Methods The data of 114 patients with bile and blood culture positive in the same period in the Affiliated People’s
Hospital of Jiangsu University from January 2016 to June 2019 were enrolled and the distribution of pathogenic bacteria in bile
and blood samples was compared. The Kappa test was used to determine the concordance. Results A total of 148 strains of
bacteria were detected in 116 bile samples. Gram-negative bacteria accounted for 71.62%, Gram positive bacteria accounted
for 27.03% and fungi accounted for 1.35%. A total of 129 strains of bacteria were detected in 126 blood samples. including
82.95% of Gram -negative bacteria, 16.28% of Gram-positive bacteria and 0.78% of fungi. There were 45 cases (39.47%) of
bile and blood samples detected only one same kind of bacteria. 28 cases (24.56%) of bile and blood samples detected at least
one same kind of pathogens. 41 cases (35.96%) of bile and blood samples detected pathogens were completely different. The
total coincidence rate of Escherichia coli detected by bile and blood culture was 61.40%. In patients with at least one same
kind of bacteria detected in bile and blood samples, the detection rate of Escherichia coli showed a high consistency between
the two sample types (Kappa value = 0.784), with a coincidence rate of 89.3%. Conclusion Gram-negative bacteria was the
main pathogen in bile and blood culture of patients with biliary tract infection, and Escherichia coli accounted for the highest
proportion. There was a high consistency in the detection rate of Escherichia coli between the two sample types.
Keywords: biliary tract infection; pathogens; consistency
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