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Abstract: Objective To investigate the expression of miR-145 in seminal plasma of male infertility patients and its clinical
significance. Methods 130 male infertility patients and 50 fertile males with normal physical examination as normal control group
from January 2017 to September 2018 were recruited. Real-time fluorescence quantitative PCR was used to detect the expression
of miR-145 in seminal plasma. The conventional parameters of semen were analyzed by WLJIY-9000 Weili color sperm detection
system. ROC curve was used to analyze the diagnostic value of miR-145 in male infertility. Pearson correlation was used to analyze
the correlation between miR-145 expression level in seminal plasma and semen parameters. Results The expression level of miR-
145 in seminal plasma of male infertility group was significantly higher than that of control group (3.92 +0.86 vs 1.16 +0.35) .
The sperm concentration ( 70.24 +28.60 vs 112.50 +46.35) x 10°/ml, sperm survival rate ( 38.40 + 7.60 vs 73.84 = 5.82) %,
forward motility sperm percentage ( 17.52 +9.73 vs 46.20 + 530 ) % and normal sperm morphology percentage (2.60 + 1.42 vs
9.25+1.70 ) % in male infertility group were significantly lower than those in control group, the differences were not stantisically
significant (=4.852~11.238, all P<0.01). ROC curve analysis showed that the area under the curve (AUC) of seminal plasma miR-145
expression level in diagnosis of male infertility was 0.864 (95% CI: 0.807~ 0.925). The best diagnostic truncation value was 2.15, and
the sensitivity and specificity were 92.8% and 75.0%, respectively. The correlation analysis showed that the expression level of miR-145
in seminal plasma of male infertility patients was positively correlated with sperm concentration, sperm survival rate and forward motile
sperm percentage ( 7=0.427, 0.604, 0.538, all P<0.01 ) . Conclusion The expression of miR-145 in seminal plasma was significantly
up-regulated in male infertility patients, and there was a positive correlation among sperm concentration, sperm survival rate and
percentage of forward motile sperm, which was expected to be used as an auxiliary diagnostic index for male infertility.
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