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Evaluation of Identification Ability of Common Strain in Clinical Laboratory
with AUTOF MS 1000 Mass Spectrometry Identification System
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Technology, Wuhan 430030, China)

Abstact: Objective To evaluate the identification ability of Autof MS1000 for the common strains in clinical laboratory.
Methods Autof MS 1000 was evaluated followed by the reference of the CLSI M52 standard, chosing the utmost evaluation
indexes of accuracy and precision. The accuracy was assessed between Autof MS1000 and Bruker MALDI-TOF, which was
regarded as a reference instrument , by selecting 231 fresh clinical strains and lexternal quality assessment(EQA) strain,
including 77 Gram-positive aerobic strains, 95 Gram-negative aerobic strains, 30 anaerobic strains and 30 yeast-like fungi strains,
which could cover 80% to 90% of the common strains in clinical laboratory. When there was a discrepancy between above
two , a third method ,ribosomal 16s RNA sequencing was used to confirm the results. The precision was assessed by testing
the repeatability on Autof MS1000 for three times each, by choosing 12 EQA strains,which included 4 Gram-positive aerobic
strains, 6 Gram - negative aerobic strains and 2 yeast fungi strains. Results The conformity of the identification results of 232
common strains isolated in clinical laboratory was 100%, and the precision of the repeatability of 12 EQA strains each was 100%.
Conclusion The accuracy was 100%, which was higher than 90% of CLSI M52 required, and also the precision is 100%, which
was greater than 95% of that required. Futhermore, Autof MS1000 has the advantages of quickly and accurately identifing the
strains with low cost and simple operation.lt is suggested that it should be popularized in clinical laboratory.
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