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5RO B E W RPIGYY Jr i v microRNA-126 il
microRNA-30a /K FEX B IR

Ao, mAaE, R 4, & A (NSEEERICARIBEBASRE , FEAERE 010050 )

# ZE: BHAE 4£ 3 microRNA-126 ( miRNA-126 ) ## microRNA-30a(miRNA-30a) # 7] /£ 3 7k & & ML % ( dilated
cardiomyopathy, DCM ) # #5 Wf Z FUG & 69 484, ik M4 2014.2 ~ 2019.3 #919] 40 5] DCM B, 453897 F %
oA F ARG I 20 Bl Ae—Rib T 40 20 #), FIIAME BARAR F 20 4] H aF R4, KA qRT-PCR kA& M4 77 31 )& B4 b i o
miRNA-126 #= miRNA-30a #94854&-%, F#AT4TF o0, HR O DCM &F 5 3 B4 0 miRNA-126 A8 & ik &
2 [1.40(0.44, 3.28) vs 1.15 (0.44, 2.25) ], miRNA-30a % [2.37(0.70, 4.25) vs 1.05 (0.48, 2.20) ], £F A%t FENL (Z
=-0.557, -1.662, P> 0.05) ., @i&¥ /&, —&#&75 21 miRNA-126 % 1.35(0.66, 2.00), miRNA-30a 4 1.2(0.77, 4.55),
F R % /7 48 miRNA-126 4 0.16(0.10, 0.26), miRNA-30a 4 0.20(0.14, 0.33), F K & 55 414 J7 47 /& miRNA-126,
miRNA-30a £X & 2 F A%t FEL (3 Z2=-3.059, ¥ P<005) ., —ZEFAFREFHAELAE T LZF AL FE
U (miRNA-126: Z=-3.806, P < 0.05; miRNA-30a: Z=-3.24, P <0.05) , 3 miRNA-126 55 NT-proBNP £ #i 48 % ;
#E# miRNA-30a 5 NT-proBNP 2 EAA X, 54th a4 2 fi4X, @ miRNA-126 49 12 > A A8t & A 0.768 (95%
C10.431~1.37, P> 0.05) , miRNA-30a & 12 /™ A £ G5#r AR S A 1.141 (95% C10.775~1.678, P> 0.05) .
Z5if  miRNA-126 #= miRNA-30a *T 4 B A R B & 77 77 ik 6 iR M2 4k — 09 R FE 18,
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Abstract: Objective To investigate the value of microRNA-126 (mirna-126) and microRNA-30a (miRNA-30a) in the diagnosis and
prognosis of patients with dilated cardiomyopathy (DCM). Methods 40 patients with DCM from February 2014 to March 2019 were
collected. According to the treatment methods, 20 patients were divided into operation treatment group, 20 general treatment group and
20 healthy people in the same period as the control group. The relative contents of miRNA-126 and miRNA-30a in the serum of patients
before and after treatment were detected by qRT-PCR, and the statistical analysis was carried out. Results (D) the relative expression
of miRNA-126 was [1.40(0.44, 3.28) vs 1.15 (0.44, 2.25) ] and miRNA-30a was [2.37(0.70, 4.25) vs 1.05 (0.48, 2.20) ], the
difference was not statistically significant (Z = —0.557, -1.662, P> 0.05). 2 After treatment, miRNA-126 and mirna-30a in general
treatment group were 1.35(0.66, 2.00) and 1.2(0.77, 4.55)respectively. MiRNA-126 and miRNA-30a in the operation group were
0.16(0.10, 0.26) and 0.20(0.14, 0.33), respectively. The expression of miRNA-126 and miRNA-30a in the operation group was
significantly different before and after treatment (all Z = -3.059, P << 0.05). The difference of expression between general treatment
and operation treatment was statistically significant ( miRNA-126: Z=-3.806, P < 0.05; miRNA-30a: Z=-324, P < 0.05).®
MiRNA-126 was negatively correlated with NT proBNP, circulating miRNA-30a was positively correlated with NT proBNP and
negatively correlated with ejection fraction. @) The 12-month relative risk of miRNA-126 was 0.768 (95% CI 0.431~1.37, P>0.05), and
the 12-month survival analysis of miRNA-30a was 1.141 (95% CI 0.775~1.678, P > 0.05). Conclusion miRNA-126 and miRNA-30a
can provide some reference value for the evaluation of two different treatment methods.
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AP IC R EEE AR —Fh /s RNA ( miRNA ) |
RIS A FP A BT RE, QnoC LA . PN Rz 40
S LA AL FT ST AR A, 4 22 R0 I3 ) 95
AR U BFSE R B miRNAs 7] 4 5 FEAE T M WA
Wb HHETF SR 8 2 /) 2 miRNA-126 F1 miRNA-
30a, L, miRNA-126 ( 5 B K N & 5 5 1
miRNA-126 ) FEIME ARG TEEEH, Bk
S IR B A0 PN B T R I 1 T J 2B b i
AL o 00 o) & E U9 FR] %) ot A A B 8 B 4 -1 R
F 7KK B 1 3 ik ks B A 1k 14 % A . miRNA-30
ik B A AR T R -C- 245 (CSE) MR
SRR (H,S) M=z, dEminE T 8Eis S
B AN LA 3405 . (B2 X T miRNA-126,
miRNA-30 5 DCM [ #H AT il i 20, FeA1id
L 40 I FH AN FRGYT I ET S miRNA-126 F1
miRNA-30a 7 A8k, S3Hr S e Im R TR
AR , HET HIE TS AT AE ) DCM A2 I T35 b
1 MEl5H%E
1.1 AR BEHLILE 20142 ~ 20193 5812 T
FLBeLHNFIEEL N DCM (ARHE 2007 4E (O ALRE
Wi 5iar i) ) FLOThEE IV 9 (FR4E NYHA 4
9B R, BM23 6, ot 17, AR 55+13
% o IR TR 3. B MG v 0 A e ARG 25 20 451
X REL, B 10 41, Lotk 10 4, A 53 £ 10 %
JITA A RIS E AN M . AR T RIS
BEfEFEZE B 2 tbvie. XF 40 8 F R T B - 324K
BEFD . FIUBRF Az RSO, A Sk R 5
FRBE IR ACEL )i i 8 B 5K 2 Z (AR5 P11 ARB)
SR — AT P S R A L — BRI T Y
FEAh PR H R AR BB AR IR YT
( AN ST R A B B B O N B I A 58 Bl
YE) |, 43 R—RdTH4 20 6, T-ARIAITLH 20 H,
PEATDIEE AR EUEIA YT, 1A RS WAL S I

Ho

12 A% Z XA miRcute Il & miRNA #& B 43
B &, PCRIKH &Y R KRR AL RHE (db
) A BRAFE M 51T 5 miRNA-126:
CAUUAUUACUUUUGGUACGCG; miRNA-30a:
UGUAAACAUCCUCGACUGGAAG.

13 £k

1.3.1  BRASCRAE: FBOE AU B35 R 4 25 18 1.
3ml, 7£ 4h WHEFTE.0 (3 000r/min, 10min) , HY
M3 BT -80°CUKFE A5 1] .

1.3.2 miRNA ik K. R qRT-PCR 75K
175 ' miRNA-126, miRNA-30a B4 X & &, fdi
2 28 DR R R RE TR, A Cr=Ct
arsen —CF pzamo

1.4 %t F 454 B s SPSS22.0 #ff
WATGEAT 53T, TR EORER I (AriE2E ) Bk
AR (U pr Rl EE ) Fm. &AL A
ann-Whitney U Bk R 55 o i 25 43 A B0 AR OC 4
K H Spearman #5404, P <0.05 H2ERAEH S
S -98
2 R

T4 P R R S a7, A — IR

SPLH 14 ). FAIGTFHL 12 B8 1 4EREYG TAE, *f
TR ARSI, S . i . BE PR A5
— I IEATE ST, 2RI TGRS S
5388, NT-proBNP UMb 5522 s A geit2-m Lo
2.1 74 % miRNA-126, miRNA-30a £ DCM #% %
WA T kB A F T WLk, £2. F
AL VAT BTG W AP miRNA 2% S YA Gt 8 X

(¥ Z=-3.059, P=0.002) , —RAITHIGZSFT
il X (Z=-1.538, P=0.124; Z=-1.726,
P=0.084 ) . ULHA B A0 MR AT N — IR YT T AU
Al — BRI IR

x1 BT %87 Bl /G miRNA RiZEH LR
B XTIRZL (n=20) HAL (n=40) —iRsTIE (n=14) FARBIE (n=12)
miRNA-126 1.15 (0.44225) 1.40(0.44,3.28) 1.35(0.66,2.00) 0.16(0.10,0.26)
miRNA-30a 1.05 (0.482.20) 2.37(0.70.,4.25) 1.2(0.77,4.55) 0.20(0.14,0.33)
x®2 MR BT RERILE
miRNA-126 miRNA-30a
15
VA p A p
RS Bl -0.557 0.578 -1.662 0.096
— MRy -1.538 0.124 -1.726 0.084
FAIRITHIG -3.059 0.002 -3.059 0.002
— IR 5 FARYY -3.806 0.000 =34 0.001
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22 AMEXMLH  HEH miRNA-126 55 NT-proBNP
BHAMX (r=-0355, P=0.013) ., /& miRNA-30a
55 NT-proBNP S IEAISE (r=0.306, P=0.034) , 5
S EE ARG (r=-0.333,P=0.019) .
2.3 DCM & # miRNAI2 A~ A /& COX = )2 4
Ao W 3. X DCM & 12 4 H s A A7)
Mr, %P miRNA-126 [ 12 A~ H AIXHER B R 0.768
(95% CI10.431~1.37, P =0.372) , ZRIGIH#
X miRNA-30a 19 12 4~ H A AE 0B HAHXTHE R
JE Sk 1.141 (95% CI10.775~1.678 , P = 0.504) ,

ERIGIFE .
%3 H#& miRNA 12 P AHE COX ElAH
i " 95%CI (HR )
T R
miRNA-126 0.768 0.372 0431 1.37
miRNA-30a 1.141 0.504 0.775 1678
LVEF 0.895 0.132 0.774 1.034
Ln(NT-proBNP) 1153 0.7 0.445 2,983
3 i

DCM Ji [N Z#E, TIRERERYL . Hhag . N
EAL, BEEREK, Hi, RNA i /M
KRR 75 ELIE IR ZE AN H 5 | & 118 T R E e I
N7 A2 3 RGO LR 3 A HILA s A BFSEUER DCM S
HA W DIRERERs, HARAFE S P B AL A0 B 4R 75 T 1
HANJE /D (EPC-CFUS ) JFREAK T ML/ 5 A9 155
&k (FMD) " T iR I 0 N B B ) 78 5+ 40
i (MSCS) HAHLLF4efe ek il 8 A sl fn 5
P AR, AR A A B . Wik, T4
i B E A TR T AR, WS SEA T LA
PN AR TEIE G, DTk B e IR Sk b 2l AR
KeiRE, mZUEROII . XA AR

TG, miRNA-126 SEHUIH TN K A A SCHE
EEIRFE . OmE W EAEKFEF (VEGF) o] LT
N R4 BCL-2 3235, 1 miRNA-126 A] DLI7E
LML RS VEGF (9435, FIt, miRNA-126
Al RE 2 T N 2 4H g BCL-2 A1 VEGF %5 &
& % 4> 7, 1 3 35 miRNA-126 1] fg il i F 17
BCL-2 I VEGF >k F# ik HT 08 T i 9 Jz 40 i 7,
@ miRNA-126 40 il #8554, 3 i RAS/ERK Fl
PI3K/AKT & 4245 ( VEGFR-2) (554 S,
EMAE A PR EEAE A . B P ik
{52 ok 88 VEGFR-2 T WA 45 A ilif5 5 1),
(3 miRNA-126 7 F [ K SF- I8 75 PN B 20 Jif 3% B 5 8
A BB G R v, i 233l i TS PIBK / Akt /
eNOS {551 3858 1 8] 78 F A /M & (MSC-
EX) %t / Z4 (H/R) #4509 2408 (EC)

WagE, RSN A SRVEN, JF A R0
T H/R 5005 T A caspase-3 AHEA EC T,
@ miRNA-126 i — {2 T MSC-EXs #E#2m3Z H
/ R EC R4 A= K 7 (FGF, bFGF) Fil
454 A (PDGF, VEGF ) 7K HIER P,

miRNA-30a 3¢ J§ T- miRNA-30 % %, H %%
VA — P S LR YA G T - ShaR A 8K
HF (CTGF) ", fE/KANSZE it kel
P ix £/ RNA 7] LU o B #5 CTGF mRNA 1)
3" UTR X AH B AE A &3 CTGF B3Rk, MM
Z 5 DI 44k, D miRNA-30a 5.0 56 &
wU (EAmsEERN) M, ATREE AT E AMI
QMR YUAN 25 A g iF 5845 5, miRNA-30a 1]
iU WURGZF 25 40 ffd P snail 1 A9 Rk, o w8 —
SER AN AL T 20E R %35 F . 3 miRNA
-30a B3k A F B snail 1 P FIA TFH, X2
i T miRNA -30a B30 T snaill & A #0155 4
FH, DI snaill 8 387K 1 RS 805 IR
A2 BR FEF 4tk i & . (@ miRNA-30a B A HiT
PAT-VER, HAEgnp | v AR, F e G
AR A0 LA AR, T A R R R R
Beclin-1 25 FH 240 M B W09 5 2 hr & . HUANG
2t W1 N [R5 25 526 B miRNA-30a 75 Il 45 K 2%
11 (Ang 11 ) #4953 #& Hh il 2 9895 Beclin-1 5 H A&
EELEAEH, F )85 miRNA-30a (1) 1504
F W3 i 7E— N 25 0 BE LA B T RE, DAL
OIS AZ Ang 15, Bk, FRATHEA A
miRNA-30a 5 miRNA-126, 3 it X A [7] )5 21897
G AR A DL A H i 1R 9 7 1 7 S

DCM 36 I7 K 248 N B — 8 25 9036 97 7
%, XA RGO B i & AR, (H)R
Bz PR RE. F RS R AT LI SO MR A I
AR O RS . OB BE R TR % B B ) 7S 0T 4

(MSCS) HAPLr4etb . fe UF i 58 A pigFn oo 5 9

W, AR Z A LB E . @ MSCS I
3 DCM B DY RERYHL AL 45 N B DR A &
Nz T RE AT AR DR e Bk G 2R 1 ] B i 4 b0
WG4 R 7 #5255 4 WA VE o 3k 6 430 PR -] g
S L AR AN A, S A kAL, TR RAE,
VAT 0B A AL LA, IF 4 S5 5 5 40 B s 40
g U PR AT AN, B AR S, MARAR
¥RY7 DCM. 3d 1 BFAYT J77 5 miRNA-30a Fl1
miRNA-126 KT, LI AR HE LA
i B2 IR T AR YT DCM BRI K
5 SCHRARGE — 2 ERAIRAEE D, FEARR/N,
Gz T, AR ARy KRB

DCM f # miRNA-126 F1 miRNA-30a 5 1F ¥
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XA LA B R 22 5%, ANBEFEDS DCM (NYHA

SRV G SRR, ATRE S SCEkRE " DCM

5 BAG3 (B Zf il itk LU 2 AHOC YO BE A 3) v

(R SRR AT 06, & A5 BT T DCM i IRl 9 22 #F 1

SRR A SCEIAARDG, B0 miRNA A2 32 25

M, AT JIC i f IO sk i, AT ELAS

AEfRHha e, (Hal HhR A 5 DCM J5 &= T0#i2

Wi ds AR B R SCE DT T, FATTA BL, miRNA-126 5

NT-proBNP & 1 # ¢, miRNA-30a 55 NT-proBNP

L IEAAX, miRNA-30a 5 LVEF 2 HAHG. Hr,

miRNA-126 5 NT-proBNP & 1 A 56 i 45 5 WEI

A BB S B 5 AR, BRI T L2252 0T
FAT53H1 T miRNA-126 1 miRNA-30a J& 75 5

DCM (.LIIfE IV ] E TS, TEiPG TG

5 TS A A —E IR R OTE . X DCM #3512

MABG AT EAE T, REIAGHFE L Hilt

] i1 miRNA-126 Fl miRNA-30a Jf3E DCM ( 0> Jj
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