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Study on the Correlation between the Expression of miR-3151 in Plasma and
Clinicopathological Features in Patients with Lung Cancer
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Abstract: Objective To explore the expression level of plasma miR-3151 in lung cancer and its relationship with
clinicopathological features. Methods The plasma samples of 120 lung cancer patients(lung cancer group)and 120 healthy
subjects (control group) were collected from Taihe Hospital of Shiyan City from October 2018 to October 2019. Quantitative
real-time polymerase chain reaction(qRT-PCR) was used to detect the expression level of plasma miR-3151 in the two groups.
The clinical data of lung cancer patients were analyzed to explore the correlation between plasma miR-3151 and
clinicopathological features. Receiver operating characteristic (ROC) curve was used to evaluate the diagnostic value of plasma
miR-3151, cytokeratin 19 fragment (CYFRA21-1), neuron specific enolase (NSE) and carcinoembryonic antigen (CEA) for lung
cancer. Results The expression level of plasma miR-3151 (nmol/L)in lung cancer group was obviously higher than that in
control group[86.356 (19.893,305.155) vs 8.871 (4.620 ,14.037)], and the difference was statistically significant (Z=-10.039, P
<< 0.001). The upregulation of plasma miR-3151 showed association with the lymph node metastasis(Z=-2.336, P=0.019) and
clinical stage(Z=-2.628, P=0.009)of patients with lung cancer. The area under the curve (AUC) of plasma miR-3151,
CYFRAZ21-1, NSE and CEA for the diagnosis of lung cancer were 0.875 (95%CI:0.830~0.919), 0.704 (95%CI:0.639~0.770),
0.769 (95%CI:0.707~0.830) and 0.632 (95%CI:0.562~0.702), respectively. When miR-3151 combined with NSE, the AUC for
diagnosis of lung cancer increased to 0.909 (95%CI:0.872~0.946), which was significantly higher than that of diagnosis alone.
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Conclusion The expression of plasma miR-3151 in lung cancer was up-regulated, which was related to tumor progression, and

it has the potential to become a diagnostic marker for lung cancer.
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