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Abstract: Objective To investigate the distribution of MN alleles in Guigang area of Guangxi. Methods The areas random
population of 300 blood samples were collected from September 2018 to June 2019 in Guangxi. Blood group serology was used
to identify the MN phenotype and the DNA in the blood samples were extracted. The exon-2 sequence of MN blood group related
gene GYPA were amplified and sequenced. The polymorphism of MN alleles for the population of Guigang in Guangxi were
analyzed and compared with the frequency of MN blood group gene in random population with Xi’an, Xinjiang, Guizhou and
Guangdong of China. Results The MN blood group were authenticated for the 300 blood samples by the serological methods
and the genes were sequenced. The results showed that 140 people with MM phenotype, the 121 people with MN phenotype and
the 39 people with NN phenotype were identified. The frequency of M gene was 0.668 and the N gene was 0.332. Through data
comparison and analysis that can be seen the composition ratio of each genotype for the population in Guigang Area of Guangxi
were different from that in other areas of China. The MN blood group antigens had obvious dose effect in different individuals.
Conclusion The MN blood group genes in Guigang area of Guangxi have a unique polymorphism. Understanding this
polymorphism is conduciveto the safe clinical transfusion in Guigang Area of Guangxi and the prevention of hemolytic diseases
in newborns. These results lay a foundation for the study of genetic characteristicsand molecular biology of human population in
Guigang Area of Guangxi.
Keywords: MN blood group; erythrocyte blood type glycoprotein; GYPA exon 2 ;MN blood group gene frequency ;
polymorphism
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