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Abstract: Objective To investigate the distribution of HCV prevalence and genotypes among different gender and age in Hebei
area, and analyze the transmission routes of HCV. The genotype distribution pattern was compared with those of neighboring
regions in China. Methods A total of 284 patients were analyzed by RT-PCR and DNA sequencing. Results In total, four
HCV genotypes and five subtypes were identified among 284 patients: 1b(n=191,67.25%), 2a(n=90,31.69%), 3a(n=1,0.35%),
3b(n=1,0.35%) and 6a(n=1,0.35%)respectively . Mixed infections of the dominant subtypes were not found. Conclusion
Hepatitis C virus infection in Hebei Area is dominated by type 1b, followed by type 2a.This article revealed the comprehensive
distribution patterns of HCV genotypes in Hebei Area. The prevalence of HCV infection showed different variations with age,
as the highest incidence was shown for the age group 50~59.Though Hebei Province was located in north China, its HCV
distribution pattern was more similar to those of the regions in northeast China.
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