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Abstract: Objective To investigate the expression of FEZF1-AS1 in endometrial carcinoma(EC) and its correlation with
clinicopathology. Methods A total of 172 EC patients admitted to Ankang People’s Hospital from January 2010 to January
2018 were selected as the research objects. Quantitative real-time PCR(qPCR) was used to detect the relative expression level
of FEZF1-ASI1 in the EC tissues and adjacent normal tissues of the patients, and the relationship between the expression level of
FEZF1-AS1 and the clinical characteristics of EC patients was analyzed. Results The relative expression level of FeZF1-AS1
in EC tissues was significantly higher than that in adjacent normal tissues (P=0.007), and its expression level was significantly
correlated with the family tumor history (¥’=6.891, P=0.016), pathological grade (¥’=7.142, P=0.028), tumor stage (’=10.426,
P=0.002), T stage (y’=8.248, P=0.007), and M stage (x’=10.405, P=0.002) of EC patients. Conclusion FEZF1-ASI was highly
expressed in EC, and it was related to the family tumor history, pathological grade and tumor stage of the patient.
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