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Performance Verification of DA3200-ABI7500 Automatic Nucleic Acid
Extraction Platform for High Sensitive HCV RNA Quantitative Detection
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Abstract: Objective To evaluate the DA3200-ABI7500 automatic nucleic acid testing platform for highly sensitive HCV
RNA quantitative detection. Methods Based on American standard CLSI-EP, the DA3200 automatic nucleic acid extraction
platform and PCR analysis system was applied to high sensitivity detect HCV RNA, the precision, accuracy, linear range,
detection ability and anti-pollution ability of this method was analyzed. Results In terms of nucleic acid extraction, the ratio of
Ao/ Arsonm Was 2.02 ,and the intra-assay and inter-assay precision CV values of high and low concentration samples were both
< 5%. In accuracy and anti-interference ability, the deviation between the measured value of the specimen and the target value
was < = 0.4lg,and there was a good linear relationship between the test results and the target value in the range of 13~1.3 E+06
1U/ml(Y=0.984X-0.186, "=0.998). The detection rate of 20 IU/ml was 100%. Conclusion Based on the DA3200-ABI7500
automatic nucleic acid extraction platform,the high sensitivity HCV-RNA quantitative detection performance indicators were all
good, and its high-sensitivity detection is of great significance for the monitoring of the treatment process and the determination
of treatment endpoints.
Keywords: hepatitis C virus; HCV RNA; high sensitive detection; performance verificatio
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