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Abstract: Objective To detect the expression of Inc RNA DNAJC3-AS1 in esophageal carcinoma (EC) tissues and its
correlation with clinicopathological features. Methods  EC tumor tissues and corresponding adjacent normal tissues of 246
EC patients collected from Baoji People’s Hospital from June 2017 to May 2019 were selected as research objects. The relative
expression of Inc RNA DNAJC3-AS1 in the tumor tissues of EC patients and the corresponding adjacent normal tissues were
detected by real-time fluorescence quantitative PCR. The relationship between the expression level of Inc RNA DNAJC3-AS1
and the clinicopathological characteristics of EC patients was analyzed. The survival curve of EC patients was drawn by K-M
method, and the overall survival (OS) of the patients was tested by log-rank. Results The relative expression of Inc RNA
DNAJC3-AS1 in EC tumor tissues was higher than that in adjacent normal tissues (0.008 9 + 0.020 3 vs 0.004 9 + 0.010 4, P=0.000 8).
The expression level of Inc RNA DNAJC3-AS1 was correlated with the alcohol consumption history of EC patients (x*=25.07,
P<0.001), family tumor history (x’=4.73, P=0.047), BMI (x’=16.94, P<0.001), clinical stage (x’=33.39, P<0.001), whether
carcinoma in situ (y’=11.97, P=0.001), whether lymph node metastasis (x’=19.01, P<0.001), whether distal metastasis (y’=16.65,
P<0.001), and tumor type (x’=9.17, P=0.010). The OS of patients with high expresssion of Inc RNA DNAJC3-AS1 was lower
than that of patients with low expression of Inc RNA DNAJC3-AS1(x*=20.93, P<0.001). Conclusion The high expression of
Inc RNA DNAJC3-AS1 in EC tumor tissues was found, while the OS in patients with high expression of Inc RNA DNAJC3-AS1
was found to be low.
Keywords: esophageal cancer(EC); clinicopathological characteristics; Inc RNAs
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