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EYNHE X IR N R H IL-17A JEP] 152275913 7 %,
ZA8PE S s h IL-17A, 10-38 K45 B L PERESE

Fh', BEAL®, ke HiEw
(L YT AR D BB RE, ARG 5181105 2 . WRUITT e i X B I BB R4 T, T 2RI 518114)

W O=E. B TMHEIR ERE XY £ (Hieumatord arthritis, RA ) &% IL-17A A H 52275913 1.5 % Ak 5 f ik F IL-
17A, IL-38 KPRk eiAaA L, ik 45 103 ) RA BHE4H RA 21, 5 I 116 4] 3F RA ( RABAE A B2, 53]
#ml IL-17A, 1L-38 & % K2 B -F (rheumatoid factors, RF ) 7K-F, R B & IL-17A A& F 152275913 425 % M8t 47 547, &5
B RA 4 IL-17A #= RF K F (54.06+ 1.87 pg/ml F= 29.65 +4.02 IU/ml ) ¥ B & T x40 (3329 +1.42 pg/ml 4= 527 +1.38 IU/
ml) , 7 IL-38 7R-F (40.92+8.67 pg/ml) B BAK T2+ 4 (53.78 £ 12.04 pg/ml) , P4 £ 74 %it 5 & L (1=7.206 5,
18.297 2, 5.0197, # P<0.05) . RA LM &R t5 & E ey mE IL-17A 4o RF K-F 9 243, @ IL-38 K-F 9] B HEAK,
REEHEZ N Z2F YA % FEL (F=12.527 1, 7.935 1, 9.2702, 34 P<0.05) ., RA 28 IL-17A 3 B rs2275913 4% %
AA A A Fo A S 45 L B A B R(47.57% F7 63.11% )8 2.3 T 28 28( 15.52% 42 30.60% ), M 20 £ F A %3t 5 & U 1'=5.925
6, 4.027 2, ¥ P<0.05) ., RA 28 AA LA IL-17A K-F b AG #» GG A HA A B4+, @ IL-38 KPR HAK, RE
LA EFAGTFEL(F=7.0625, 5.1873, P3<0.05) , 2R E LB H RF KF £ F Lbit 2 &L (F=1.09 1,
P=0.1205) ., & Spearman AR PESH, RA L IL-17A KF 5 RF AP 2 EME, W5 IL-38 KF 2 fimE (7=0.5012,
-0.6924,3 P<005) ., #5i& RA A IL-17A K-FRARI &, AEBEEHEmERAZ, R IL-17A X H 52275913 1%
55 AEMERI MR RA %;a%é’a HRMAEL, EF AA AR RTHA RA Xmi) H R EREARZ —,
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Abstract: Objective To investigate the correlation between rs2275913 polymorphism of IL-17A gene and the expression of IL-
17A and IL-38 in serum of patients with rheumatoid arthritis in Shenzhen Area. Methods 103 patients with RA were selected as
the RA group, and another 116 patients without RA were selected as the control group. The levels of IL-17A, IL-38 and RF were
detected respectively, and the polymorphism of IL-17A gene rs2275913 was analyzed. Results The levels of IL-17A and RF
(54.06 = 1.87pg /ml and 29.65 + 4.021U /ml) in RA group were significantly higher than (33.29 + 1.42pg/ml and 5.27 + 1.381U /
ml) in control group , while the levels of IL-38 (40.92 + 8.67pg /ml) were significantly lower than (53.78 + 12.04pg/ml) in control
group, with statistical significance (=7.206 5, 18.297 2, 5.019 7, all P<0.05). The levels of IL-17A and RF increased with the
increase of disease activity in RA group, while the levels of IL-38 were significantly decreased (F=12.527 1, 7.935 1, 9.270 2, all
P<0.05). The detection rate of AA genotype and A allele at rs2275913 of IL-17A gene in RA group (47.57% and 63.11%) was
significantly higher than in control group(15.52% and 30.60%), and the difference was statistically significant(y’=5.925 6,
4.027 2, all P<0.05). The level of IL-17A in AA genotype in RA group was significantly higher than that in AG and GG genotype,
while the level of IL-38 was significantly lower, and there was statistically significant difference among different genotypes
(F=17.062 5, 5.187 3, all P<0.05), but there was no statistically significant difference in the level of RF among different genotypes
(F=1.096 1, P=0.120 5). Spearman correlation analysis showed that the level of IL-17A in RA patients was positively correlated
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with the level of RF, but negatively correlated with the level of IL-38 (r=0.5012, —-0.6924, all P<0.05).Conclusion The level of

IL-17A increased significantly in RA patients, and increased with the severity of RA disease activity. At the same time, rs2275913

polymorphism of IL-17A gene was related to the susceptibility to RA in Shenzhen Area, and AA genotype may be one of the risk

genes for RA.
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FE IR KT 4 (rheumatic arthritis, RA ) 2 LA
FRPRPESETT RN F B B —Fh = B g vk H B i
PR, FERBN I RAE . WHE T 4R J
T AR, IR R RN B 1R A5 ok B T 2 1 S
W, B ARG, R A R A T
Fe U2, {H RA ZRHLEI AR, BRF R,
RA &Ml BE 5 RIEAMMEHE 7 =4 H 5%, HphEn
#-17 (IL-17) &4 BhME T 40008 17 (Th17) 23
) —Fp BN K7, BEE AR AE R, 5
RA KRR A 5 P, IL-38 R 8 & P i) —
PR T, 5 IL-36 ZIRZE 4, fediil Th17 AHC
AN R T 40 TL-17, TL-22 Z5A0G 0, 76 A B etk
KT R P RIEGRAEM Y, WS R M, IL-17
LK BARGA R 22 25 ME AT R MR TL-17 By 77 A T 5 2
H S etk A o, H IL-17F 2 284S
RA KR A M C WARGE ', (HIL-17A 3K £ 5
PES RA KA SCPEAR WIS, HIEH L5015
HA KSR 2E 5. ik, ABEGE X IRYI X
103 5l RA H&5 F 116 Bi9E RA fEEARE IL-17A Jt
1s2275913 i i Z2 M 5 i i IL-17A, 1L-38
OEFR M SEEDEAT T X LA, BB AT .

1 MBl5H%E

1.1 AFRAM%E 82019 4F 2 F ~2020 4F 10 A1E
I e X o0 EE B2 B9 RA 35 103 1], H
YR 27 ], etk T6 i, B4l 1:2.81, R
35~72 %, EHJAERY 49.63 £ 1275 %, A HBEY
54 RA ZWbRIE, JHHRIE RA SR TE s PE4r b
#E (DSA280) " EAT4r M, HAP ARG sha 29 4
(DSA28<3.2), HEETE Eh4H 56 14]( 3.2<DSA28<5.1),
IR E4H 18 1] ( DSA28>5.1) . AWAMEAE: OFF
4 RA 2WibnifE; Quiihizd; QORMHPUAIEZ;
DEBCHZ DI &R, O LKA
o HEBRARAE: OfFA LM A SR EEmE; @
ST T s FEAa IR . W B I 50
DFEAT = E AR TR A OFF RIBCEE IIGIT &
O B LA, BERE AR RA B0 i fil
NBE 116 ), Horh B PE 315, k85, Wi
K 1:2.74, 45 33~74 4 BRI 5027 £ 13.52 47,
P A B R EBN . SO A SRR . B R
PRALIAEIE | PR3 BB L Lo ) 5 — ek Bkl 22 57 6
Giitep s X (P>0.05) , BA A,

12 BB L5XA  DXIS00 4= A shibsi & e g sy

B4 rh € [ Bankman 23 7] #244E; DNA $#2 B0 &
FIRIINE BEAE P8 AR A B B #48E; ABI7500 PCR
LY A 3 E ABL A R 4L
13 F#&
13,1 beACRAE: FIHRSIERES ~ oml #kii,
Horp 2~3ml A & U 2.2 — 4 (EDTA-K,) #it
BEE N R SRR ) F T 40 DNA 425,
AEINATCHUEER ) — T N, 30min J5 4
BIME T IL-17A, 1L-38 K& RF KA,
1.3.2 IL-17A, IL-38 & RF /K52 % A Bk
G E WL (ELISA) A&l i i o IL-17A 1 1L-38
IR, RF ZKF-2R G H b b A kil , B 50
B4 BEANER AR S Ui B T, IF & AR
FEUAGIN , B P45 ST A ] e
1.3.3 4=l DNA $2H¢ . RH DNA $2HuA50 & (IR
YINE REAE D AR BR A FIHR AL ) FEHCM & i H BpAS
AR BERZH DNA, X&) DNA $EEUbRAS
WZEKFRBEZE 100ng/L, T —20°CUKAI N £
134 ZBM00: R RA B RN - B %
A B K Z 51k (PCR-RFLP ) ¥:%f IL-17A Jt[H
1s2275913 i 5 Z A ESEAT 40T, HARERAE S IS
Bk [11].
1.4 %3t % 44 K H GraphPad Prism 5 #{f,
THEFRIDIE £ fnifE2E (Xxs) Fow, P4l
FEECR A e kg THECROBILIR (%) o, W4l
] LR 7 K, 400 BRI 285, P
<0.05 hESFAGIFE L,
2 #R
2.1 WZAIL-17A, TL-38 & RF K-Frbix  WLE 1,
RA 21 IL-17A Fl RF 7K beoof BEZH BT & T v, i
IL-38 7K~ Lk A B S R AR, P4 bR 22 3 f
GitrE L (¥ P<0.05) .

R1 BHIL-17A, IL-38 & RF KEELE (x++5)

RA 41 X IRZH
5 : ’ P
o (n=103)  (n=116)
174 (pefml) 5406187 3329142 72065 0.0214

11-38 (pg/ml )
RF (1U/ml)
22 RAARRE3EEH IL-17A, IL-38 & RF &
P DLER 20 RA A1RHE 1 I 3 BE AY N IL-
17A F1 RF AW &, 1 IL-38 ZKF- W SRR,
AFITE SR B 22 A gei 2 L (34 P<0.05) .

40.92 + 8.67
20.65+4.02

5378+£12.04 50197 0.0285

527+138 182972 0.0081
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=2 RA HAARRIEFHEERE IL-17A, 1L-38 B RF KFELE (x+5)
e REEh (n=29) PRI (n=56) HEE AL (n=18) F P
IL-17A (pg/ml) 3829+ 1.67 50.63 1.9 89.11+3.08 125271 0.0132
11-38 ( pg/ml ) 5176 +10.23 39.80 +6.82 2639 +3.04 9.2702 0.0195
RF (1U/ml) 2148 +2.93 30.75 +4.82 41.39£6.13 79351 0.0274

23 FAIL-17A 3 B 152275913 1% & KA B & fe
FHARAEE FE ILE3, RAYIL-17A 5
1s2275913 1V s AA JE (R BT A S5 40 56 PR R HH
XA BT, WMAZESASIFEX (P
<0.05) .

24 RAATRFEARA EF IL-17A, IL-38 Z RF
KFER W4, RAZH AA FEHA IL-17A /K-
Lt AG Fil GG FEHRUBH & 7y, 17 IL-38 7K F-BH I
FEAIC, ARZERBZ B2 S3A G E L (B P
<0.05 ), HA[E LK B RF K F- 25 55 8055 X
(P>0.05) .

R3 WHAIL-17A EE rs2275913 i S EF BTN
SRR HELE [1(%)]

RA 4 poplitdil
(n=103) (n=116)

) 63(5431) 48623 0.0279
) 35(3017) 11782 0.1165
4757)  18(1552) 59256 0.0251
) 161 (69.40) 37035 0.0314

A 130 (63.11)  71(3060) 40272 0.0251

F 4 RA AREEEREE IL-17A, IL-38 B RF KFLLE (x=5)
UE| GG (n=22) GA (n=32) AA (n=49) F P
IL-17A (pg/ml) 39.21+1.54 441172 67.02+2.95 7.0625 0.0253
1L-38 (pg/ml ) 5271+ 11.02 47.06+9.35 3169 +4.13 5.1873 0.0329
RF (1U/ml) 3025+ 4.16 28.74+3.71 31.07+5.29 10961 0.1205

25 RAZIL-17A 5 IL-38, RF R-FAXMESH RA
2 IL-17A 1 RF /KB FH &, 1 1L-38 7K &
KA, & Spearman AHICPE/HT, 455 B8 RA 41
Mg H IL-17A 5 RF KF 2 IEM X (705012, P
<0.05), 15 IL-38 /K V2 A C (7=-0.6924, P
<0.05) .
3 it

IL-17 FEHTEIRAY T A0 A 3755 R AE SN 1)
—MRWR AT, 52K, 235
WAL I (MAP )R FIAZ 5% 55 N1 kB( nuclearfactor
kB, NF-kB ) iA2 e 2F T 48 ii% AR L 1z 4m
NN . AT HEdn it =/t TL-6, 1L-8, K4 - =
WEAN BN T (GM-CSF) | fh2pdiih & M4
[543 1 (cellular adhesion molecule 1, CAM-1) 4
ZFVIEH -, I EBEAE = 598, 1IL-17 i
A S R TR AT 4 1P 00 B R 1 A A 0 S
BWFFEERY, IL-17 5 RA R E ML RAZVILR,
BERE T EXREENEA ", RF E2—FPi Aok
Y 1gG 43+ Fe l B sk e ik i) A Sk, S5k
WARMESS G s 2 A W80 A B i B %
RIS E S-S ELE 2 N B S VI E & A YN SR EP A
RIEIA —ERZR, AERTH RA BN 5 HUS
—A T EIEAR, JEI2T RA B LG 2 d6 ks s
IL-38 J& IL-1 K% Al bt 2 —, Al 5 IL-1R1, IL-36R

S IL-1R #BhaEH 1 (IL-1RAPL1 ) 454, nlidid
P NF-kB, 222450500 3 % (MAPK ) Kk
NEMEALEE 3 J4HG / 2 19 B ( PIBK/AKT ) %5 i
B, IR GE R A A SR
[ A TL-38 AT 717 g 200 Ji AR S tR At i, i 0
il Th17 M . A, TL-38 i A 4% BE A 4T
YEAN, PO IR S A A R AR R,
IL-38 7F RA [ & A Fl & Jgad ft v B S ZL A R
FER M AR 45 SR BN, RA 41 IL-17A Fl RF
pi S A = N E I = sy e e - [ S B
A SR P IGE R A — 3, XKW IL-17A 1E
RA &A= FE T R rh 9y i 25 FE 22 R AR
ATRE SRR E RA ZROE RN Y i & N7, Mili5|
# RF /KT . T IL-38 KB AR, S5k gk
= DR AR B, W5 b YRR
A, XAl RES AN AT R RA 1S ™ &
FEBEAN IR AT K, {5 TL-38 7K-F B 175 1% 2h B Jin = it
B R RS AR — 3, X R T7E RA LR
KB FR T IL-38 ZKFRRAR 2 S BT 9 4 14 il
PRI, NI R TR =, e
AOFERE , LAk, 455 s, RA 41 IL-17A 5 RF /K
SFEIEMSE, 15 IL-38 KPR MK, XlfES
IL-17A B2 48 1 IL-38 A4 48 B ARAE A 56,

RA 95 A 5 & LI H AT A8 2T, 28
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R INH RA K it 5 35 I R L R /E )

SR WG T AW BRI A LB,

ZFh A R I PR 2 S MR mT n RA A U, 5

RA W RAERMERAH LR " IL-17A G T —

A5 RA IR JE R 4 X I e ik 6p12 |, H

SR EAN SR L. ARV, IL-17A 3

PRI i 2780 5 RA BWA G, HARTE XA

PE2 S, 41 LEE %5 "R A B S IR A RA

it AR TL-17A JER 152275913 {3 5 JE R Y 17 55

PLEEPURAAAE I W 25 5, 5 RA RO A BVICR,

I DHAOUADI % " iF5¢ & 3L 558 Je Wit X RA %)

B 2 A M. ARBFREE R BN, IRIYIHIX RA

HOE IL-17A KA 1s2275913 {3/ 5 AA B[R A1 A

S B DR M R L f B R B B T v, X SR IL-

17A FEH 152275913 fi S 2 &M SR IX RA &

o —EMNE. [FIR AA BRI RA 3 IL-17A

KB T, T TL-38 K- BRI, X AT RE S

IL-17A FE A 152275913 7 4 2 25 PERE R /= IL-17,

HABAR 2 20 B A A b R 1R 7KK, A ]

IR A F KT LI BESEA K.

25 BTk RA H 3 IL-17A FIRF KEW] 5 THes,

1M IL-38 7K B S REAIK, HL 5015 0916 2 A % 1)

KF, Jinik IL-17A, RF F1 IL-38 ACEREIXT RA 1

W R R AW A EEN S ME.

[ TL-17A FE R 12275913 i o 2 250 SR X

RA K 2y B PE A MO, Horp AA JEPI AU AT R

EZHLIX RA BRI B SE s 3L 22—
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