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Abstract: Objective To explore the correlation between the expression level of long non-coding RNA (Inc RNA) miR4435-
2HG in serum and clinicopathological characteristics in breast cancer (BC) patients. Methods Fifty-two BC patients admitted
to Chang’an University Hospital from August 2016 to July 2017 were selected as the BC group, 49 benign breast disease patients
were selected as the benign breast disease group, and 45 healthy volunteers during the same period were randomly included as
the healthy control group. Quantitative real-time PCR (qRT-PCR) was used to detect serum Inc RNA mir4435-2HG, and the
relationship between Inc RNA mir4435-2HG and the clinicopathological characteristics of patients was analyzed by comparing
the relative expression levels of Inc RNA mir4435-2HG in serum of each group. The diagnostic value of Inc RNA miR4435-2HG
was analyzed using ROC curve. Results The relative expression level of serum Inc RNA mir4435-2HG in BC group [2.04(1.41,
3.96)], benign breast disease group [1.21(1.00, 1.39)] and healthy control group [0.99(0.84, 1.15)] was statistically significant
(H=28.73, P=0.00). The relative expression level of serum Inc RNA mir4435-2HG in BC group was higher than that in benign
breast disease group (U=89.23, P=0.01) and healthy control group (U=91.46, P= 0.02). Serum Inc RNA mir4435-2HG in BC
patients was not significantly correlated with age and tumor size (U=115.41, 155.02, all P>0.05), but was significantly correlated
with lymph node metastasis, TNM stage, ER, PR and HER2 (U=87.32, 90.51, 102.74, 98.73, 91.50, all P<0.05). The optimal

EE R B (1988-) , Z, ®it, FIREEIN, BFT7m: MEIIGIKLYY, E-mail:742242849@qq.com.
BIRES: MR (1987-) , Zo, @i, FREN, H5E5m . MRERIZYT, E-mail:404704950@qq.com.



24 MARK IR PR 223t #5364 453 20214E 5 J Mod Lab Med, Vol. 36, No. 3, May. 2021

truncation value of Inc RNA mir4435-2HG in the diagnosis of BC was 0.69, and the corresponding sensitivity and specificity

were 80.25% and 70.91%, respectively. Conclusion Inc RNA mir4435-2HG was highly expressed in BC serum and could be

used as a potential biomarker of BC.
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